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SEQUENCE LISTING 

<110> PLOWMAN, GREGORY 
WHYTE, DAVID 
CAENEPEEL, SEAN 
CHARYDCZAK , GLEN 
MANNING, GERARD 
SUDARSANAM , SUCHA 

<12 0> NOVEL PROTEASES 

<130> 038602/1214 

<140> 09/888,615 
<141> 2001-06-26 

<150> 60/214,047 
<151> 2000-06-26 

<160> 150 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 948 
<212> DNA 

<213> Homo sapiens 
<400> 1 

atgaagtgtc tcgggaagcg caggggccag gcagctgctt tcctgcctct ttgctggctc 60 
tttttgaaga ttctgcaacc ggggcacagc cacctttata acaaccgcta tgctggtgat 12 0 
aaagtgataa gatttattcc caaaacagaa gaggaagcat atgcactgaa gaaaatatcc 180 
tatcaactta aggtggacct gtggcagccc agcagtatct cctatgtatc agagggaaca 24 0 
gttactgatg tccatatccc ccaaaatggt tcccgagccc tgttagcefct cttacaggaa 3 00 
gccaacatcc agtacaaggt cctcatagaa gatcttcaga aaacactgga gaagggaagc 3 60 
agcttgcaca cccagagaaa ccgaagatcc ctctctggat ataattatga agtttatcac 420 
tccttagaag aaattcaaaa ttggatgcat catctgaata aaactcactc aggcctcatt 480 
cacatgttct ctattggaag atcatatgag ggaagatgtc tttttatttt aaagctgggc 540 
agacgatcac gactcaaaag agctgtttgg atagactgtg gtattcatgc aagagaatgg 600 
attggtcctg ccttttgtca gtggtttgta aaagaagctc ttctaacata taagagtgac 660 
ccagccatga gaaaaatgct gaatcatcta tatttctata tcatgcctgt gtttaacgtc 720 
gatggatacc attttagttg gaccaatgat cgattttgga gaaaaacaag gtcaaggaac 78 0 
tcaaggtttc gctgccgtgg agtggatgcc aatagaaact ggaaagtgaa gtggtgtggt 840 
aagtttggga ccaactggga tccagatcca aaggtttctg caggttttac tctgcaaaat 900 
atgagtccag aggactctca tgggagactc atgtttttct gtatgtga 948 




<210> 2 
<211> 1125 
<212> DNA 

<213> Homo sapiens 
<400> 2 

atgaagcctc tgcttgaaac cctttatctt 
tatgatagat ccttagccca acacagacaa 
agcctggaga cgtattccta taacatatac 
agagagatca gtgagaagta caaggaagtg 
gagacccacc ccatgtatta tctgaagatc 



ttggggatgc tggttcctgg agggctggga 60 
gagattgtgg acaagtcagt gagtccatgg 120 
caccccatgg gagagatcta tgagtggatg 180 
gtgacacagc atttcctagg agtgacctat 24 0 
agccaaccat ctggtaatcc caagaaaatc 300 
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atttggatgg actgtggaat tcacgccaga 
ttcgtcaaag aaattctaca aaaccataaa 
aacctggact tctatgtcct tccagttctt 
actgatcgtc tttggaggaa atcccgttca 
gatctcaatc gaaatttcaa tgcatcttgg 
gatcaaacat tctgtgggac agggccagtg 
ttcatagaga gcaagaagga tgatattttg 
ttaattctca caccttacgg ctacaccaaa 
caagttggac agaaggcagc aaatgcattg 
ggatcgagtg cagatatttt atatgcctca 
attgggattc ccttctcata tacgtttgag 
ctgccagaag ctcagatcca gcccacctgt 
ctggatgatg tgtatgcgaa acactggcac 
actatgctgc tgggcctgct ggtgtcctgc 



gaatggattg ctcctgcttt ttgccaatgg 360 
gacaactcaa gtatacgcaa gctccttagg 420 
aacatagatg gttatatcta cacttggaca 480 
ccccataata atggcacatg ttttgggacg 54 0 
tgtagtattg gtgcctctag aaactgccaa 600 
tctgaaccag agactaaagc tgttgccagc 660 
tgcttcctga ccatgcactc ttatgggcag 720 
aataaatcaa gtaaccaccc agaaatgatt 780 
aaagcaaagt atggaaccaa ttatagagtt 84 0 
tcagggtctt caagagattg ggcccgagac 900 
ctgagggaca gtggaacata tgggtttgtt 960 
gaggagacca tggaggctgt gctgtcagtc 1020 
tcggacagtg ctggaagggt gacatctgcc 1080 
atgtctcttc tctaa 1125 



<210> 3 

<211> 1590 

<212> DNA 

<213> Homo sapiens 

<400> 3 

atggtgagca atgacagcca cacgtgggtc 
tttgagggaa acagtgagaa ggagatccct 
gcccgctaca tccgcataaa ccctcagtcc 
atggagatcc tgggctgccc actgccagat 
atgaccacca ctgatgacct ggattttaag 
atgaaagttg tgaatgaaat gtgtcccaat 
caccagggcc tgaagctgta tgctgtggag 
ggtgagcccg agttccacta catcgcgggg 
ctgctgctgc tgctggtgca gttcgtgtgt 
gtccacctgg tggaggagac gcggattcac 
gagaaggcct acgaaggggg ctcggagctg 
gatggaattg acatcaacaa caactttcct 
gatcgacaga atgtccccag gaaagttccc 
ctgtcggaaa atgccacggt ggctgccgag 
atcccttttg tgctgggcgg caacctgcag 
gacctggtgc ggtccccctg gaagacgcag 
ttccgctggc tggcctactc ctatgcctcc 
a 999tgtgcc acacggagga cttccagaag 
cacaccgtcg ctggaagtct gaacgatttc 
tccatctacg tgggctgtga taaataccca 
aataaccggg aatctctgat cgtgttcatg 
gtgagagatt cacatggaaa aggaatccca 
catgacatcc gaacagccaa cgatggggat 
gtggtcacag caaaggccga aggtttcact 
gacatggggg ccacaaggtg tgacttcaca 
gagatcatgg agaagtttgg gaagcagccc 
c 99999cgga agagacgaca gcgtgggtga 



actgttaaga atggatctgg agacatgata 60 
gttctcaatg agctacccgt ccccatggtg 120 
tggtttgata atgggagcat ctgcatgaga 180 
cctaataatt attatcaccg ccggaacgag 240 
caccacaatt ataaggaaat gcgccagttg 3 00 
atcaccagaa tttacaacat tggaaaaagc 360 
atctcagatc accctgggga gcatgaagtc 420 
gcccacggca atgaggtgct gggccgggag 4 80 
caggagtact tggcccggaa tgcgcgcatc 540 
gtcctcccct ccctcaaccc cgatggctac 600 
ggaggctggt ccctgggacg ctggacccac 660 
gatttaaaca cgctgctctg ggaggcagag 72 0 
aatcactata ttgcaatccc tgagtggttt 780 
accagagcag tcatagcctg gatggaaaaa 84 0 
ggcggcgagc tggtggtggc gtacccctac 900 
gaacacaccc ccacccccga cgaccacgtg 960 
acacaccgcc tcatgacaga cgcccggagg 102 0 
gaggagggca ctgtcaatgg ggcctcctgg 1080 
agctaccttc atacaaactg cttcgaactg 1140 
catgagagcc agctgcccga ggagtgggag 12 0 0 
gagcaggttc atcgtggcat taaaggcttg 1260 
aacgccatta tctccgtaga aggcattaac 1320 
tactggcgcc tcctgaaccc tggagagtat 13 80 
gcatccacca agaactgtat ggttggctat 144 0 
cttagcaaaa ccaacatggc caggatccga 1500 
gtcagcctgc cagccaggcg gctgaagctg 1560 

1590 



<210> 4 

<211> 1404 

<212> DNA 

<213> Homo sapiens 

<400> 4 

atgtggcgat gtccactggg gctactgctg ttgctgccgc tggctggcca cttggctctg 60 
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ggtgcccagc agggtcgtgg gcgccgggag 
cgggacgcgg gaggccggta ctgccaggag 
gactgtgccc tgccctacct gggcgccatc 
gtctccgact gctgccctga cttctgggac 
ccgatccaag gatgtatgca tggaggtcgt 
aactgtaacc gttgcacctg ccaggagaac 
ctggtggatc cagacatgat caaagccatc 
aaccacagcg ccttctgggg catgaccctg 
atccgcccat cttcctcggt catgaacatg 
gaggtgcttc ccacagcctt cgaggcctct 
cttgaccaag gcaactgtgc aggctcctgg 
cgtgtctcaa tccattctct gggacacatg 
tcttgtgaca cccaccagca gcagggctgc 
ttcctgcgtc gccgaggggt ggtgtctgac 
gacgaggctg gccctgcgcc cccctgtatg 
cgccaggcca ctgcccactg ccccaacagc 
actcctgtct accgcctcgg ctccaacgac 
ggccctgtcc aagccctcat ggaggtgcat 
tacagccaca cgccagtgag ccttgggagg 
tcagtcaaga tcacaggatg gggagaggag 
tggactgcgg ccaactcctg gggcccagcc 
cgcggcgtca atgagtgcga catcgagagc 
atggaggaca tgggtcatca ctga 



ctagcaccgg gtctgcacct gcggggcatc 12 0 
caggacctgt gctgccgcgg ccgtgccgac 180 
tgttactgtg acctcttctg caaccgcacg 240 
ttctgcctcg gcgtgccacc cccttttccc 300 
atctatccag tcttgggaac gtactgggac 360 
aggcagtggc agtgtgacca agaaccatgc 42 0 
aaccagggca actatggctg gcaggctggg 48 0 
gatgagggca ttcgctaccg cctgggcacc 54 0 
catgaaattt atacagtgct gaacccaggg 600 
gagaagtggc ccaacctgat tcatgagcct 660 
gccttctcca cagcagctgt ggcatccgat 720 
acgcctgtcc tgtcgcccca gaacctgctg 780 
cgcggtgggc gtctcgatgg tgcctggtgg 84 0 
cactgctacc ccttctcggg ccgtgaacga 900 
atgcacagcc gagccatggg tcggggcaag 96 0 
tatgttaata acaatgacat ctaccaggtc 1020 
aaggagatca tgaaggagct gatggagaat 1080 
gaggacttct tcctatacaa gggaggcatc 1140 
ccagagagat accgccggca tgggacccac 12 00 
acgctgccag atggaaggac gctcaaatac 1260 
tggggcgaga ggggccactt ccgcatcgtg 1320 
ttcgtgctgg gcgtctgggg ccgcgtgggc 1380 

1404 



<210> 5 

<211> 10062 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> modif iecMbase 
<222> (5673) 

<223> a, t, c, g, other or unknown 



<400> 5 

atgtgcgaga 

ggtgatggac 

tggacacaga 

caagtagtgt 

ctttgtaaac 

gcagaagaac 

tcaatagaaa 

aagagttctg 

gtggcaaaaa 

cctactattg 

aatgatgtag 

ggcctttctc 

atagcacatg 

gtcatgcagc 

gatcaggagt 

aaagaaccat 

tactttatgt 

ctccatacct 

attgcaaaag 

ccaaatttac 

gaagggcgac 

tgtagtcggt 



actgcgcaga 
tgcagctcag 
ggcaatgtct 
gtgcacttat 
attgtactac 
cactgaatat 
aaaaatcaaa 
atccttttag 
tttttcaaat 
aggatatatc 
aagtaccatt 
tcatgaagga 
cgtttattac 
acattatacc 
tacgacagag 
tggatacaac 
cacctacttt 
tcaatgatgt 
aacttgcaga 
atattgagat 
tgagtactca 
atatacatga 



cctggtggag 
aaaggaacat 
atgctgcttc 
taacttagtg 
cattaacata 
agatagagag 
ctctacaaga 
tttatggagt 
tcagtttccc 
aactcaagaa 
gcatttgctt 
ttgctttgaa 
agttgtgtct 
ttttaggacc 
tgcagctcgt 
attatgcttt 
gactatgagg 
gtgcaataat 
ctggcttatt 
tatcaaacag 
acatattgac 
cttatttcct 



gtgttaaatg 
actctcaaaa 
aaggaatata 
attgcccaag 
gattccacgt 
tgtaatgaag 
atttgtaatc 
acagatgaga 
ttatatactg 
agtaacatat 
cgttatgtat 
tatggaactc 
aatattagaa 
tatgttatta 
aacatggctg 
gataaagaaa 
ttggctggat 
gaatcattag 
agcaacaatg 
tgccaagtga 
tgtatttggg 
tcactcatca 



aaatatcaga 
tatttactta 
agcatttgga 
ttcaagtgct 
ggcaagatga 
gaagtacaga 
tgactgagga 
aggaaaaact 
cttacaagca 
taggggcatt 
gtttgttttg 
ctgaaacttt 
tatggctaca 
ggtatttatg 
acttaatgtg 
gcctagatct 
tgagtcagat 
tatcggacac 
tggtggagca 
ttttgaattt 
ctgcagcaca 
agaatttgga 



tgtagaaggt 
catcaattcc 
gatttttaat 
ccgggaccag 
gagtaatcaa 
aagacaaaaa 
ggaatcttca 
cttactatgt 
taatactcac 
ctgtgatatg 
tgggaaaaat 
gccatttctt 
tattcccgct 
caagctctcg 
gagcacagtc 
tgcatttaag 
aacaaatcaa 
agaaacgtcc 
tatatttgga 
tttggcagca 
gttgaaacat 
tcccgtacca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 



4 



cttagacatc tacttaatct ggtctcagct 
ctgtacttgg catccatgtt aattaaagca 
cagttatcta aacagagttc ttttgcatct 
aagaaagagg aagaagagct tagaagaaca 
cctcaaagca gtgataatag cgatacacat 
gagcaactta ttaatagaac caaacatgtg 
atgcagggaa gttctgacga aactgccaac 
agcagtagtg ggcatagtga tggatctagc 
tcagctggga gccctggcag tgaggtacag 
aaagaggaag atgaagacga tgatcatggt 
gatcttcgga atagaaagtt agagagtcaa 
acgtcagaaa gaaatgggac aagcagcgga 
tcattgccat cagtagataa tcgaatgcga 
ccagaacatg atatttcagg ggaaatgaat 
tcttgtatca cacgaactgg ggacttcctt 
tgtcgacaat ttattggtcc acagcatcac 
gatgggcata tggttgatga tatgctaagt 
gttagtgcaa aatcagaaaa aaatatggct 
gaggagctag ttcagattaa ttcacatgcg 
cccaatttag cttccattta ccatgaacat 
caattcaaca gtaatgctgt tacagacatt 
actttgttgt gggatatagt ccaagatgaa 
aatgaagcag agaaacttct ttgttcgtta 
atgagattca ttgaaggttg ccttgaaaac 
cttcgtcttc ttccaaaact atttggtact 
cactggataa caatgtgggc agaaaaagaa 
ttggtatact acattcaaac tgtgagagaa 
agtgctgaag ttcaagttcg tcttcaattc 
cctgatcatt tcaggttaag tttagagcaa 
gattctgaat gttatgatga tgcactccat 
caacatgcta tgggtatgga aacctacaaa 
aaacctgaaa caattagcat gactggctta 
cgattggcta ccagtgccta tgatggttgt 
ttttggggca ttgctttaag agcacaatct 
attaactcct attatattaa tggtaaaaca 
aagtgcatgg agagtcttat gatagcttct 
ctcatggtta tagaaagagg actccttatg 
aggtttgcat atcatctgag acagtggcaa 
aaagcactga gtgacaaaca gtctctgccg 
cctgacaaga tgactattga aatgtatcct 
gtaactcatt ggtatgaaaa tttacagaaa 
gagtttggtc aaagcaaccg aaaaggagag 
atgatttcat ctggacacga gttaacaaca 
ggttttaagg atatgcagat ggtatttgta 
ggggaaggtg ttcagctgcc agcatcttgc 
atgcttttgc ttttacaaga gcctcattta 
gcatcattta aaccaccctc aggaaaagtg 
gaagaacttc atcttcatgc agaaaatctg 
cttcctacat gtcctaatat gttgatggca 
aaagctcagt ctgatcacag gtctagacat 
gtgagttggg ctcattgctg ttctttagtg 
caagattggc taaagaaatt gactctcctt 
tgcagtggtc tctataagtt atccctgtca 
tcttttctgc tattggctgc ctcaacatta 
aaacctatta ggatagatga ttatgaggaa 
tatttttggt tgttatgcaa attagttgac 
acgctcctcg acttagatgc cttggcaaga 
atccttgatc atcaggatgg taatgtagaa 



cttgagccaa gtgttcatac tgaacagaca 1380 
ctgtggaata acgcactagc agctaaggct 144 0 
ttattaaata ctaatattcc cattggaaat 1500 
gctccatcac cttggtcacc tgcagctagt 1560 
caaagtggag gtagtgacat tgaaatggat 1620 
caacaacgac tttcagacac agaggaatcc 1680 
agtggtgaag atggaagcag tggtcctggt 1740 
aatgaggtta attctagcca cgcaagccag 1800 
tcagaagaca ttgcagatat tgaagccctc 1860 
cataatcctc ccaaaagcag ttgtggtaca 1920 
gcaggcattt gcctggggga ctcccaaggc 1980 
acaggaaagg acctggtttt taacactgaa 2040 
atgctggatg cttgttcaca ctctgaagac 2100 
gctactcata tagcacaagg gtctcaggag 2160 
ggggagacta ttgggaatga attatttaat 2220 
caccaccacc accaccatca ccaccaccac 2280 
gcagatgatg tcagttgtag tagctcccag 2340 
gattttgatg gtgaagaatc tggatgtgaa 2400 
gaactgacat ctcacctcca acaacatctt 2460 
cttagtcaag gacctgtagt tcataaacat 2520 
aatttggata atgtttgcaa gaaaggaaat 2580 
gatgcagtta atctttctga aggattaata 2640 
gtatgttggt ttacagatag acaaattcga 2700 
ttgggaaaca acagatcagt agtaatttca 2760 
tttcagcagt ttgggagcag ttacgataca 2820 
ctgaacatga tgaagctttt ctttgataat 2880 
ggaagacaaa aacatgcact gtacagccat 2 94 0 
ttgacttgtg tattttcaac tctgggatca 3000 
gttgacatct tatggcattg tttagtagaa 3060 
tggtttttaa atcaagttcg aagtaaagat 3120 
catcttttcc tggagaagat gccccagcta 3180 
aacctgtttc agcatctctg taacttggct 3240 
tcaaattctg agctgtgtgg tatggaccaa 3 3 00 
ggtgatgtca gtcgagcagc tatccagtat 3360 
ggtttggaga aggagcaaga atttattagt 3420 
agcagtcttg aacaggaatc acactcaagt 3480 
ctgaagacac atctggaagc gtttaggaga 354 0 
attgaaggca ctggtattag tagtcatttg 3600 
ctaagggttg tatgccagcc agctggactt 3 660 
agtgaccagg tagcagatct tagggctgaa 3 720 
gaacaaataa atcaacaagc tcagcttcag 3780 
tttcctggag gcctcatggg acctgtcagg 3 84 0 
gattatgatg aaaaagcact tcatgagctt 3900 
tctttgggtg caccaaggag agagcggaaa 3 960 
ctcccacccc ctcagaagga caacattcca 4020 
actactcttt ttgatttatt agagatgctt 4080 
gcagtggatg atagtgagag cttacgatgt 414 0 
tctaggcggg tctgggagct actgatgctt 4200 
ttccagaata tctcagatga gcagagtttt 4260 
gaagtttcac attattcaat gtggctcttg 4320 
aaatctagcc ttgctgatag cgatcattta 4380 
attcctgaga ctgcagttcg tcatgaatca 4440 
gggctggatg gaggagactc aatcaatcgt 4500 
ttgaaatttc ttcctgatgc tcaagcactc 4560 
gaaccaatat taaaaccagg atgtaaagag 4620 
aacatacata taaaggacgc tagtcagaca 4680 
catttggctg actgtattcg aagtagggag 4740 
gatgatgggc ttacaggact cctaaggctt 4800 
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gcaacaagtg 
ttgagagata 
aagtgcaaat 
gggtctgttg 
catgcacctt 
gttggcctta 
atgatacctg 
aagaccactc 
gcatataatc 
ggggaacaga 
tctcccgaac 
gtatccttgg 
caagtggctg 
ttggaaggtg 
agggcatgtt 
aatatggtca 
gacatgacgc 
aaagaagtca 
actgttcaca 
aatccccatg 
tttgattctg 
gattctgtta 
ctgttttaca 
tcgtcagagt 
atttttgaac 
ttaccagatc 
gagacattta 
aaacagttta 
gactggtggc 
cagcgtttgt 
cagccaggaa 
cgttcatgtg 
cctcacagta 
gaagaagaga 
atgggaacaa 
gaagaagagg 
cttgaaaaga 
ttgacattat 
tttcaacata 
tgtcgataca 
aagttgactc 
gctggtggac 
gtgattgaat 
aaactggcac 
gctcacaatt 
agcaattcat 
cttccactca 
ttgctctcaa 
ccctatttta 
acatatttca 
acaaatcaca 
gagaatatcc 
atccttgctg 
tactatggca 
tctcaccaga 
ggagcagtag 
agagaagaag 
cgttgcttag 



ttgttaaaca 

tcttcaatct 

cacattcttc 

agaactacag 

ataaatggga 

ctaaccttgg 

aggcaagaca 

ttctggagct 

ctagaccttt 

aagatatgac 

tgaaaaatac 

attgtgaaca 

atatgaagaa 

ataacatgta 

ttaagaaatt 

cgatgatgaa 

cctatacaga 

gtgatcattc 

caggaacggc 

cttataaaaa 

ctcaacttgc 

cagataaatt 

aacgcatgga 

tactagagtg 

atacatattt 

ctaaagctgt 

ttcattctaa 

ataatagtca 

caatgcagat 

gtatccatgt 

tggaagatgg 

tcactcgctt 

aacatcttac 

gccaattttt 

aaggacctga 

aggaagaaga 

tgatagcttt 

cacagactga 

ttcgtgatgg 

ataatcgact 

ctgaggcagc 

ctccaggaat 

acaatccttc 

acagctgggt 

atcctagagt 

tccgtcagat 

gtccagacac 

gagccaaact 

gctttatgac 

tggatttgtg 

ataaacaggc 

gccttattgt 

accatgatga 

ttctgaggct 

acatccagtg 

aagaactgtt 

aattagaaga 

atggccgctc 



caaaccaccc 

cctgtttttg 

aagagctgcc 

gctaatacac 

ttactggcct 

agctacttgt 

ggctgtcttc 

tcagaaaatg 

ctgtaaaaca 

agagtttttt 

cgtcaaaagt 

tgttagtcaa 

catttatgaa 

tacttgttct 

gcctcgcatt 

agagaaagtg 

agattttctt 

aaaagactca 

agatggtgga 

caataaatgg 

atctgaatgt 

tatggacttc 

accagaggaa 

gatttggcat 

tggatttatg 

gtccttaatg 

agaaaagccc 

ggcagcttgt 

actaattaag 

gattcagagg 

gtcagatgat 

tgtgagaacc 

agagtatttt 

gctttcattg 

aaatcctcaa 

tatcctctct 

agttgctctt 

catggcagca 

catcaatata 

tgcagaacat 

caatcctttc 

gcctcccttt 

tcagtgtcta 

cttacagaat 

gaggacttct 

gttccggtca 

aacagtagtc 

ttatgttgat 

ttactgttta 

gaaccttttc 

tttgctttca 

tcagaaccca 

tcaggatgtg 

ctgctgtgag 

ggcctttaag 

taacctgatg 

tattaaacag 

ctgctggact 



tttaaatttt 

ttgccaagtc 

gcttacgatt 

aactgggtta 

catgaagatg 

tacttagctt 

actgccaagt 

tttacatatt 

tacaccatgg 

actgatctaa 

ttatttggag 

actgctgaag 

tctcttgatg 

caatgtggga 

ttnagtttca 

aatacacact 

atgggaaaga 

gagagctatg 

cactattata 

tatcttttta 

tttggtggag 

tcttttgaaa 

gaaaatggca 

gataacatgc 

tggcaattgt 

acagcaaagt 

acgatgcttc 

gagtggtttt 

tgccctaatc 

ctgagacctg 

atggatacct 

ctgttattaa 

gccttccttt 

caagctatat 

gttgaagtgt 

ctggcagaag 

ttggttgaac 

ttaacaggag 

agacaaactt 

attgtatcta 

tttaagttgt 

gcatcttata 

gattggttgg 

atggaaaact 

gcagcttatc 

acaaggtctt 

ctacatcagg 

gctgctgttc 

atttccaaaa 

cagcctaaac 

ttttggtaca 

gtggtaacca 

gtgcttttta 

cagtctcctg 

aatcttacac 

cagctgttta 

ttcaagaaaa 

actttaataa 



caagggaagg 

taaaggaccg 

tgttagtaga 

tggcacaaca 

tccgtgctga 

ctactattca 

attcagagga 

taatggagag 

ataagcagcc 

ttaccaaaat 

gtgtaattac 

agttttatac 

aagttactat 

agaaagtacg 

atactatgag 

tttccttccc 

gtgagaggaa 

aatatgactt 

gctttatcag 

atgatgctga 

agatgacgac 

agacacacag 

gagaatacaa 

agtttcttca 

gtagttgtat 

taagcacttc 

agtggattga 

tagatcgtat 

aaattgtgag 

tgcatgctca 

cagtagaaga 

ttatggaaca 

acgaatttgc 

ctacaatggt 

tatcagagga 

aaaaatacag 

agtctcgatc 

gaaagggatt 

gtaatctgat 

tgcttttcac 

tgactatgct 

ttctgcagag 

cagtgcagac 

gggtcgagcg 

ttctggtgtc 

tgcacatccc 

tctacaacgt 

atggcactac 

ctgagaagct 

tttctgagcc 

atgtctgtgc 

agaacattgc 

accgtgggat 

cattcacacg 

cacatgccag 

tagctcagag 

caaccataag 

gtgccttcag 



acaggaattt 

acaacagcca 

gatggtaaag 

catgcagtcc 

atgtagattt 

gcaactttat 

tatgaagcac 

tgaatgcaaa 

tctgaatact 

cgaagaaatg 

aaacaatgtt 

tgtgaggtgc 

aaaagacact 

agctgaaaaa 

atacacattt 

attacgtttg 

agaaggtttt 

gataggagtg 

agatatagta 

ggtaaaacct 

caagacctat 

tgcatatatg 

atttgatgtt 

agacaaaaac 

tcccagtaca 

ctttgtccta 

actgttgacg 

ggctgatgac 

acagatgttt 

tctctatttg 

tattggtggt 

tggtgtaaaa 

aaaaatgggt 

acatttttac 

agaaggggga 

gccagctgcc 

agaaaggcat 

tcccttcttg 

tttcagcctg 

atcaatagca 

aatggagttt 

gatatgggag 

accccgaaat 

gtttcttttg 

ccttatacca 

aacccgtgac 

gctccttggt 

aaagctagtg 

gatgttttcc 

agcaatagct 

tgactgtcca 

cttcaattac 

gctgccagcg 

acaactggct 

ccaataccct 

gccagatatg 

ttgttactta 

aatactatta 



4860 

4920 

4980 

5040 

5100 

5160 

5220 

5280 

5340 

5400 

5460 

5520 

5580 

5640 

5700 

5760 

582-0 

5880 

5940 

6000 

6060 

6120 

6180 

6240 

6300 

6360 

6420 

6480 

6540 

6600 

6660 

6720 

6780 

6840 

6900 

6960 

7020 

7080 

7140 

7200 

7260 

7320 

7380 

7440 

7500 

7560 

7620 

7680 

7740 

7800 

7860 

7920 

7980 

8040 

8100 

8160 

8220 

8280 
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gaatctgatg aagacagact tcttgttgta 
tctttcaaca ctttgcacat gatgtatcac 
ttagtagaac ttctgtcaat atttctttcg 
agaaaagatg tgaaacaagc attaatccag 
ctgttaactc ttcttaattc ctatagtcct 
ctcaaggaac ttgtactttt gagtccccat 
caacacaacc attgtactta ccatcacagt 
ccttgtcgag aaaatatcaa gctaatagga 
gaactcaata tgtgcctctt gcccacaatg 
tatgatcgta tgctgctaga ctacttcttt 
cgagttgcaa tcaactgtga aaaatttact 
gcctatgaag gtttgccact tcatcttgca 
cagactcagt ctgctatgtc aaaaaactgc 
gcagaatata ttaaatgtat cctaatggat 
tacacgttca tgacacattt ccttctaaag 
tgtgccaatt tgatcagcac tcttattaca 
tctgatttct ccaaccgagt tgaaatttcc 
agggcactcg ctttgctcct gtcagtacac 
ccaactctgc aagagctttt aagcaaatgc 
caagagcaag aagccaaaga aagaaaaact 
aggcggcgtg ttagcagtga tgaggagcac 
acagaaacca gggaggtcct gaccccaacg 
tcaattattg atccaggaac tgagcaagat 
gaataccgaa tggaagttcc atcttcgttt 
catgcagaag aacagtccaa caatggtaga 
cactgttcca aggattctac cctagctgag 
tctgcagttc tgtctgactt agctgacttg 
caggaccctg aggttgcttt atctctcagt 
atgcagcaac atgacatttt agataccctg 
gtcacaagga tatctggcaa aggaaaccaa 



tttaatcgag gattgattct aatgacagag 8340 
gaagctacag cttgccatgt gactggagat 8400 
gttttgaagt ctacacgccc ttatcttcag 8460 
tggcaggagc gaattgaatt tgcccataaa 8 52 0 
ccagaactta gaaatgcctg tatagatgtc 8580 
gattttcttc atactctggt tccctttcta 8640 
aatataccaa tgtctcttgg accttatttc 8700 
gggaaaagca atattcggcc tccgcgccct 8760 
gtggaaacca gtaagggcaa agatgacgtt 8820 
tcttatcatc agttcatcca tctattatgc 8880 
gaaacattag ttaagctgag tgtcctagtt 8940 
ctgttcccca aactttggac tgagctatgc 9000 
atcaagcttt tgtgtgaaga tcctgttttc 9060 
gaaagaactt ttttaaacaa caacattgtc 9120 
gttcaaagtc aagtgttttc tgaagcaaac 9180 
aacttgataa gccagtatca gaacctacag 9240 
aaagcaagtg cttctttaaa tggggacctg 9300 
actcccaaac agttaaaccc agctctaatt 9360 
aggacttgtc tgcaacagag aaactcactc 9420 
aaagatgatg aaggagcaac tcccattaaa 94 80 
actgtagaca gctgcatcag tgacatgaaa 954 0 
agcacttctg acaatgagac cagagactcc 9600 
cttccttccc ctgaaaatag ttctgttaaa 9660 
tcagaagaca tgtcaaatat caggtcacag 9720 
tatgacgatt gtaaagaatt taaagacctc 9780 
gaagaatctg agttcccttc tacttctatc 9840 
agaagctgtg atggccaagc tttgccctcc 9900 
tgtggccatt ccagaggact ctttagtcat 9960 
tgtaggacca ttgaatctac aatccatgtc 10020 
gctgcttctt ga 10062 



<210> 6 
<211> 2943 
<212> DNA 

<213> Homo sapiens 
<400> 6 

atgtctcctc tgaagataca tggtcctatc 
aagtggaaag aaggatcctt tgaaattgta 
cactacaata ctggaggaat tccaaggata 
gtgcttcgac ccagtggagc gaaacaaagc 
ttcttgtcta ttgacaaagt accaagtaag 
gcagtccatc aaaacagact tcctgcagcc 
ggagccattc tgggcagcag gacctcacag 
gacaatcagg cttctgcaaa aagaggaagt 
aaagttcttg gtaatccggg tagaggatcg 
cggacgattc cttctttgac atctacttca 
cgtactgaaa agaggaaaag aatgatatca 
aaggaaaatg attcatcatc gaacaacaag 
accagcagta gagaaaagca gctgagtttg 
gggcttttac ctttacagtc atcatccttt 
tcttctggtg gcactaactt agacaggact 
agaagtttgg gatttcttcc tcagccagtt 
caggattaca ctggctggaa taaaccaaga 
ctgcagggct tctccaattt gggaaatacc 
ttttcactcc agtcatttgc aaatgacttg 
ccactcaatg cacttatcag acgctttgca 



agaattcgaa gtatgcagac tgggattaca 60 
gaaaaagaga ataaagtcag cctagtagtt 120 
tttcagctaa gtcataacat taaaaatgtg 180 
cgcctaatgt taactctgca agataacagc 24 0 
gatgcagagg aaatgaggtt gtttctagat 3 00 
atgaaaccgt ctcaggggtc tggtagtttt 3 60 
aaggaaacca gcaggcagct ttcttactca 420 
ttggaaacta aagatgatat tccatttcga 480 
attaagactg tagcaggaag tggaatagct 54 0 
acacctctta gatcagggtt gctagaaaat 600 
actggctcag aattgaatga agattaccct 660 
gccatgacag atccctccag aaagtattta 720 
aaacagtcag aagagaatag gacatcaggt 780 
tatggtagca gagctggatc caaggaacac 840 
aatgtttcaa gccagactcc ctctgccaaa 900 
cctctttctg ttaaaaaact gaggtgtaac 960 
gtgccccttt cctctcacca acagcagcaa 1020 
tgctatatga atgctattct acaatctcta 1080 
cttaaacaag gtatcccatg gaagaaaatt 1140 
cacttgcttg ttaaaaaaga tatctgtaat 1200 
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tcagagacca aaaaggattt actcaagaag 
agattctctg gttatatgca gaatgatgct 
ctgaaagaag atatggaaaa attaaataaa 
gaaaattcac cagatatttc agctaccaga 
gagtttgagg ttcagcactc catcatttgt 
gaacagttta atgacctctc tattgacctt 
tcaattcaag attctcttga tcttttcttt 
aagtgtggtg ggaagtgtgc tcttgtcagg 
attctccatt tgaaacgata tagcttcaat 
cagcaagtca tcattccaag atacctgacc 
ccacct'ttta cccttggttg gagtgcacat 
caaatggtga attcctgcat caccagccct 
tccaagagct ccttggcttt atgccttgat 
gtggccctca gccagagact ttgtgaaatg 
gaaaaagatt caaaattatg cccaatagag 
tttgacagaa tgagcgaaga agagcttcta 
gcttcaccat ctctgagtca tgaagatgat 
tttgcagaag atgatattca agaaatgcca 
cccaaaacaa tcacagagct ggatcctgcc 
gagaataaag aaaacaaaac tccagaagga 
tatgatatgg agcgtgaaag ggaagagcaa 
caagagcaag aggcttggga acagaaagaa 
agtcttcaag agtttaacaa ctcctttgtg 
aatgaggatg tttttgatat ggagtacaca 
gctgagacag gaaatctgcc tcattcgtac 
agcacttctt cttcaggtca ttacattagt 
tttacttaca atgacctgga ggtatcaaaa 
gatcggagtg gctacatctt cttttatatg 
acagaaaaga actctcagtc acttagcacg 
tga 



gttaaaaatg ccatttcagc tacagcagag 1260 
catgaatttt taagtcagtg tttggaccag 1320 
acttggaaga ctgaacctgt ttctggagaa 1380 
gcatacactt gccctgttat tactaatttg 1440 
aaagcatgtg gagagattat ccccaaaaga 1500 
cctcgtagga aaaaaccact ccctcctcgt 1560 
agggccgaag aactggagta ttcttgtgag 1620 
cacaaattta acaggcttcc tagggtcctc 1680 
gtggctctct cgcttaacaa taagattggg 1740 
ctgtcatctc attgcactga aaatacaaaa 1800 
atggcaatgt ctagaccatt gaaagcctct 1860 
tctacacctt caaagaaatt caccttcaaa 1920 
tcagacagtg aggatgagct aaaacgttct 1980 
ttaggcaacg aacagcagca ggaagacctg 2 04 0 
cctgacaagt ctgaattgga aaactcagga 2100 
gcagctgtct tggagataag taagagagat 216 0 
gataagccaa ctagcagccc agataccgga 2220 
gaaaatccag acactatgga aactgagaag 2280 
agttttactg agataactaa agactgtgat 2340 
tctcagggag aagttgattg gctccagcag 2400 
gagcttcagc aggcactggc tcagagcctt 2460 
gatgatgacc tcaaaagagc taccgagtta 2 520 
gatgcattgg gttctgatga ggactctgga 2580 
gaagctgaag ctgaggaact gaaaagaaat 2 64 0 
cggctcatca gtgttgtcag tcacattggt 2700 
gatgtatatg acattaagaa gcaagcgtgg 2760 
atccaagagg ctgccgtgca gagtgatcga 2820 
cacaaggaga tctttgatga gctgctggaa 2880 
gaagtgggga agactacccg tcaggcctcg 2 94 0 

2943 



<210> 7 
<211> 2862 
<212> DNA 

<213> Homo sapiens 
<400> 7 

atgacactac ttgctccctg gtacacaggc 
agctccgtga ccacggctcc taccctcagc 
gccactggta agaaactttc cctccatttt 
attgatgaca aaaatagaag aggattggaa 
aatgatggag tctgttgttg cctgcaaaaa 
gtgagtccca ggaccttaca aatatcagtt 
gttaaatttg aatcggatga attacctttt 
cattttcaag aattcagggc tggaatctcc 
attcctcagt tccctgattg ctgcagcagc 
ctagttgcag ttcctctggt tgcaggccac 
gggtgcttca aggaattgaa gcaagagctg 
aggtctgcgt ggcccccgcg ccgccacgcc 
gaggagccgc cgccagtgga ggcggaggag 
gagaggaagg tggaggcgga ggcgaaggtg 
gaggcggcgg ggaaggtgga cgccaccgag 
gctgggaagg tggagacggc ggagggtccg 
gaacccgagc cggtccggga ggcggagcag 
ccagcgcgga gcggcggtgg cggcaacagc 
gatccaccgc ggccccccga tccctctccg 
cggccccggc cccagacccg gctccgtacc 



cccatgatcc ccatggatgt taatgagccc 60 
tctagcctgc agcatatctc ctcattcctg 120 
ggtcatccac gtgagtgtga agtcaccagg 180 
gacagtgagc caggtgccaa actcttcaat 240 
cgggggccag tgaacattac atcagtgtgt 3 00 
tttgtgttat cagagaaata cgagggtatt 360 
ggtgtaattg gttctaatat tggtgatgca 420 
tggaagcctg tggtagatcc tgatgacccc 4 80 
agcagcagca ggattccttc agtgagtgtg 540 
aaagggcagg catttattga aaggatgctg 600 
actcaggaag ggccgggcgg gggacacccc 660 
cagtggccgc ccgagccctg cgagcagggg 720 
gtagaggagg cggagacggc ggagaaggcg 780 
gaggggaagg cggaggcggc ggggaaggcg 840 
aaggtggaga cggcggggaa ggtggacgcc 900 
ggccgccggg ctgagctcaa gctggagccc 960 
gagccgaagc aggagctgga ggatgagaac 102 0 
gacgaggttc ctccccccac ccttccctcc 1080 
cgtcgcagtc gtgcgccgcg ccgccgaccc 114 0 
ccgccgcagc ctaggccccg gcccccgccc 1200 
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cggccccggc cccggcgcgg ccctgggggc 
ccaccaggct gttctcacgt gaacagcttt 
cgggttatct accagtgctt cgtgtggtgt 
aagtcctgca tctgccatgt gtgtggcacc 
tgtgtcttct ttggctgctt cacggagaaa 
cacaacttag cagtagacct gtattacgga 
gtatatgaca aagacattga gcaaattgcc 
caagcctcca cctcaacaga ggtttctcac 
aaattcccaa cctgggaaac aaccaaacca 
agaagaagaa tcacctccag ctttacgatc 
acgtgcttta tgaactgcat tgtccaggcc 
tttctctctg acaggcaccg atgtgagatg 
atgtcgtcgc tgtttcggga gttgtattct 
ttactgcacc tggtgtggat acatgcccgc 
cacgagttcc tcattgcagc gttagatgtc 
gggaaggcgg ccaacaatcc caaccactgt 
ggcctgcagt ctgatgtcac ctgtcaagcc 
tgctgggaca ttagtttgga cttgcctggc 
gggagggaga gcagtgtgaa cggggaaagc 
tgcttgcgga ggtttacgag gccagagcac 
agttgccaaa gctaccagga atctaccaaa 
gcctgttttc atttcaaacg gtttgaacat 
tacatttcct ttcctctgga gctggatatg 
agaatgaatg gacaattgca gctgccaacc 
ttgtttgctg tggttaatca ccaaggaacc 
cggcaccaca aggaccagtg gttcaagtgt 
aaggacgtac tggacagtga agggtattta 
gagtcagaaa aagtgaaaga aatgaacaca 



ggatgcctgg atgtggattt tgccgtgggg 1260 
aaggtgggag agaactggag gcaggaactg 132 0 
ggaaccccag agaccaggaa aagcaaggca 13 80 
catctgaaca gactccactc ttgcctttcc 1440 
cacattcacg agcacgcaga gacgaaacaa 1500 
ggtatatact gctttatgtg taaggactat 1560 
aaagaagagc aaggagaagc tttgaaatta 1620 
cagcagtgtt cagtgccagg ccttggtgag 1680 
gaattagaac tgctggggca caacccgagg 174 0 
ggtttaagag gactcatcaa tcttggcaac 1800 
ctcacccaca cgccgatact gagagatttc 1860 
ccgagtcccg agttgtgtct ggtctgtgag 1920 
ggaaacccgt ctcctcatgt gccctataag 1980 
catttagcag ggtacaggca acaggatgcc 2040 
ctgcacaggc actgcaaagg tgatgatgtc 2100 
aactgcatca tagaccaaat cttcacaggt 2160 
tgccatggcg tctccaccac gatagaccca 2220 
tcttgcacct ccttctggcc catgagccca 2280 
cacataccag gaatcaccac cctcacggac 2340 
ttaggaagca gtgccaaaat caaatgtggt 24 00 
cagctcacaa tgaataaatt acctgtcgtt 2460 
tcagcgaaac agaggcgcaa gatcactaca 2520 
acgccgttta tggcctcaag taaagagagc 2580 
aatagtggaa acaacgaaaa taagtattcc 2640 
ttggagagtg gccactatac cagcttcatc 2700 
gatgatgccg tcatcactaa ggccagtatt 2760 
ctgttctatc acaaacaggt gctagaacat 2820 
caagcctact ga .2862 



<210> 8 
<211> 2352 
<212> DNA 

<213> Homo sapiens 
<400> 8 

atgcgggtga aagatccaac taaagcttta 
actgtacctc atgatgaaga ctcttcagat 
gtaagtcatg ctatcagcgt gaatcatgta 
gtttgctcag aatgtttaga agaaagaaga 
gatatttggt tgtgcctcaa gtgtggcttc 
cattcattga agcactttaa gagttccaga 
agcacatgga ttatatggtg ttatgaatgt 
aaggttttgg ctcagatagt tgattttctc 
gcattttcta gaatcatgaa actttgtgaa 
ggaggaaaat gcagaaattt atctgtaaga 
tttaatgcag tcatgcagaa cttggcacag 
atcaaagaaa gtagtacaaa actcaagatt 
ttggtggtgg aactttcaag gcctggacca 
agcatgaagg agactgaaaa aggaccactt 
cagaaggcac ctcgatttaa agatttccag 
cttctggatg cagtgaggac agaagaaaca 
tttaacaacc caactactaa aactgctgat 
acggtgaaag atccattcat tgatatttca 
cctttacttt ggggaagaat gaataaatat 
tacagtggca atgttactat agaaaatatt 
tcatctaaag ataagagtca actaattcat 
ggagaaactg tcacatacca gaaaaatgaa 



cctgagaaag ccaaaagaag taaaaggcct 6 0 
gatattgctg taggtttaac ttgccaacat 120 
aagagagcaa tagctgagaa tctgtggtca 180 
ttctatgatg ggcagctagt acttacttct 240 
cagggatgtg gtaaaaactc agaaagccaa 3 00 
acagagcccc attgtattat aattaatctg 360 
gatgaaaaat tatcaacgca ttgtaataag 42 0 
cagaaacatg cttctaaaac acaaacaagt 480 
gaaaaatgtg aaacagatga aatacagaag 54 0 
ggaattacaa atttaggaaa tacttgcttt 600 
acttatactc ttactgatct gatgaatgag 660 
tttccttcct cagactctca gctggaccca 720 
ctgacctcag ccttgttcct gtttcttcac 780 
tctcctaaag ttctttttaa tcagctttgt 840 
caacaggaca gtcaggagct tcttcattat 900 
aagcgaatac aagctagcat tctaaaagca 960 
gatgaaacta gaaaaaaagt caagatctcc 1020 
cttcctataa tagaagaaag ggtttcaaaa 1080 
agaagtttac gggagacaga tcatgatcga 114 0 
catcaaccta gagctgccaa gaagcattct 1200 
gaccgaaaat gtattagaaa attgtcatct 1260 
aaccttgaaa tgaatgggga ttctttaatg 1320 
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tttgccagcc tcatgaattc tgagtcacgt ctgaatgaaa gccctactga tgacagtgaa 1380 
aaagaagcca gccattctga aagcaatgtt gatgctgaca gtgagccttc agaatctgaa 1440 
agtgcttcaa agcagactgg gctgttcaga tccagtagtg gatccggtgt gcagccagat 1500 
ggaccccttt accctctgtc agcaggtaaa ctgctgtaca ccaaggagac tgacagtggt 1560 
gataaggaaa tggcagaagc tatttctgaa cttcgtttga gcagcactgt aactggggat 1620 
caagattttg acagagaaaa tcagccacta aatatttcaa ataatttatg ttttttagag 1680 
gggaagcatt tgaggtctta tagtccccaa aatgcttttc agaccctttc tcagagctat 174 0 
ataactactt ctaaagaatg ttcaattcag tcctgtctct accagtttac atctatggaa 1800 
ttactaatgg ggaataataa gcttctatgt gagaattgta ctaaaaacaa acagaagtac 1860 
caagaagaaa ccagttttgc agaaaagaaa gtagaaggag tttatactaa tgccaggaag 1920 
caattgctca tttctgctgt tccagctgtc ctaattctcc acctgaaaag atttcatcag 1980 
gctggcttga gtcttcgtaa agtaaacaga catgtagatt ttccacttat gctcgattta 2040 
gcaccattct gctctgctac ttgtaagaat gcaagtgtgg gagataaagt tctctacggt 2100 
ctctatggca tagtggaaca tagtggctcg atgagagaag gccactacac tgcttatgtg 2160 
aaagtgagaa caccctccag gaaattatcg gaacataaca ctaaaaagaa aaatgtgcct 2220 
ggtttgaaag cggctgatag tgaatcagca ggccagtggg tccatgttag tgacacttac 2280 
ttacaggtgg ttccagaatc aagagcactt agtgcacaag cctaccttct tttctatgaa 2340 
agagtattat aa 2352 



<210> 9 
<211> 2259 
<212> DNA 

<213> Homo sapiens 
<400> 9 

atggagtatc cagtcccata ctttagatcc ccgaacagga ctctgatccc agagagaatt 60 
tggtcaaacc cattacttgt cttggtcatc gcatacaaga ctgtgagttg gccaagacag 12 0 
cagctgcttg caaagcaagc taataagtgg atgccctttg tgataccgag caaaaccttg 18 0 
ccatgggacc cactggaact caagatttgt tatcagcaaa atcgcccata tccctccccc 24 0 
gacccatcaa actttcctac cttcttacgc tgtctgaatg ctttctctgc agctgtcttc 300 
tatctcccac agccctcatg gcataagccc gagggcttaa agccagcagg atacccaaga 360 
gttcctgaca ttccttatgg gagcggctac accttgaaat caaccacgga ggccgcgggg 42 0 
ctccaccagt ccctgcccat ggtccagctc cctctccacc ccaccaaggg gagtgctctg 480 
ctaaaagagt ctgagttaaa tgatgctgac tgggccaacc taatgtggaa gcgttatctg 54 0 
gaagaacaag aggacagcaa gatggtggat ctgtttgtgg gccagatgaa aagttatctc 600 
aagtgccagg cctgtgggta ccactctatg accttcaagg tttttttttt ttgtgacctc 660 
tccctgacca tccccaagaa aggatttgct gggggcaagg tgtctctgcg ggattgttta 720 
agccttttca ccaaggaaga agagctagag ttagagaatg cctcagggac tttgccagtg 780 
acaaagtcgg aagtcctgtc taccagctgt gtgccctttg gaaccactca ggcagcatcc 84 0 
actgtggcca ctacacaacc ctgtgccagt gccagactgg ttggcacgtt tacaatgact 900 
cttgtgtctc ccctaaacac gctgcgggac acagaaggaa tagaactcac agttatgaag 960 
gctctagttc tagacattct gttcaaagct tccacagata ttattttatt taatcatgac 1020 
tccagctctg ggaacaaatg gaggaagtta ccagaacctg gaggtttgga aaagaaacat 1080 
gaagagctga gactcagacc tctgaaggag gagtaccatt ggctggtgtt ggtgcctctg 1140 
aaactgacag gaagtcccca cagatggagg cccaggaaga gggcgctggc cagctgcagc 1200 
tggtgtctcc aaagggtcac catgaggcgg gttatgggtg tgcaggacaa agctggaaac 1260 
aggaaccaga tgctgctgct ggggcaaaga cctgtgatag gtgatacagt cagcaacagc 1320 
cagacaacta gggacaaggc ttgcagacgg ccaccttctc actctgtctt cacacagtcc 1380 
tccttctggg catgtctgga tcctgatctc ttcttctatg gacaccagtc atattggatg 1440 
aaggcccacc ttaatgacct cattttaagg gaggggcctg tgacacaaat ggcccagagt 1500 
ttttactggg gttttcctgc tggagggaac ttgtctgctt tagaaatgct gcctgatgga 1560 
ccagcaccaa ggacgtttct tcagaagaaa agctgtctct ttcccctgtt ctcttacatt 1620 
cttttgcata aggcaggtaa actcttccag cctgatgctc atggatttct agtgaagaaa 1680 
gttcatgctc caacaagggg catcgtgttt atcatggaac caagacagct gggtgggaag 1740 
ggctccctgt caaaactcca accagcctgt gcactgggag gaatgaacag tgggatggag 1800 
ccacagaagt ctgcaccatt tgcagcaggg aagggtctgg cccctcctct tcctgtgtgc 1860 
aacctgagat tcaaactacg agtttacaaa tttgaggaag agctttggtc cagggcaggc 1920 
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ttggggaaga aaagtgacaa ccactcatct aggcagatgc cctggggtgc cgctggggtg 198 0 
gcatgccagc atccatgtaa actgcccaga attgttgcag agttgacacc tccaaaattg 2040 
tcatttggtt tcctgaacac agttcagagt tcagtacttc ctacttccct gtctcagttt 2100 
ttcctcaatg attctcaacc agaggaagca atacctcctc aatccctgct cccgggttcc 2160 
ccaaggacaa attcattccc caaggacaaa tttgtcccca aggacaaatt gaaggtgata 2220 
ttgtccctgc tgacaatgta tgaactagac cgattattt 2259 



<210> 10 

<211> 2139 

<212> DNA 

<213 > Homo sapiens 

<400> 10 

atgctagcaa tggatacgtg caaacatgtt gggcagctgc agcttgctca agaccattcc 60 
agcctcaacc ctcagaaatg gcactgtgtg gactgcaaca cgaccgagtc catttgggct 120 
tgccttagct gctcccatgt tgcctgtgga agatatattg aagagcatgc actcaagcac 180 
tttcaagaaa gcagtcatcc tgttgcattg gaggtgaatg agatgtacgt tttttgttac 240 
ctttgtgatg attatgttct gaatgataac gcaactggag acctgaagtt actacgacgt 300 
acattaagtg ccatcaaaag tcaaaattat cactgcacaa ctcgtagtgg gaggttttta 360 
cggtccatgg gtacaggtga tgattcttat ttcttacatg acggtgccca atctctgctt 420 
caaagtgaag atcaactgta tactgctctt tggcacagga gaaggatact aatgggtaaa 480 
atctttcgaa catggtttga acaatcaccc attggaagaa aaaagcaaga agaaccattt 540 
caggagaaaa tagtagtaaa aagagaagta aagaaaagac ggcaggaatt ggagtatcaa 600 
gttaaagcag aattggaaag tatgcctcca agaaagagtt tacgtttaca agggctcgct 660 
cagtcgacca taatagaaat agtttctgtt caggtgccag cacaaacgcc agcatcacca 720 
gcaaaagata aagtactctc tacctcagaa aatgaaatat ctcaaaaagt cagtgactcc 780 
tcagttaaac gaaggccaat agtaactcct ggtgtaacag gattgagaaa tttgggaaat 84 0 
acttgctata tgaattctgt tcttcaggtg ttgagtcatt tacttatttt tcgacaatgt 900 
tttttaaagc ttgatctgaa ccaatggctg gctatgactg ctagcgagaa gacaagatct 960 
tgtaagcatc caccagtcac agatacagta gtatatcaaa tgaatgaatg tcaggaaaaa 102 0 
gatacaggtt ttgtttgctc cagacaatca agtctgtcat caggactaag tggtggagca 1080 
tcaaaaggta gaaagatgga acttattcag ccaaaggagc caacttcaca gtacatttct 1140 
ctttgtcatg aattgcatac tttgttccaa gtcatgtggt ctggaaagtg ggcgttggtc 1200 
tcaccatttg ctatgctaca ctcagtgtgg agactcattc ctgcctttcg tggttacgcc 1260 
caacaagacg ctcaggaatt tctttgtgaa cttttagata aaatacaacg tgaattagag 1320 
acaactggta ccagtttacc agctcttatc cccacttctc aaaggaaact catcaaacaa 1380 
gttctgaatg ttgtaaataa catttttcat ggacaacttc ttagtcaggt tacatgtctt 1440 
gcatgtgaca acaaatcaaa taccatagaa cctttctggg acttgtcatt ggagtttcca 1500 
gaaaggtatc aatgcagtgg aaaagatatt gcttcccagc catgtctggt tactgaaatg 1560 
ttggccaaat ttacagaaac tgaagcttta gaaggaaaaa tctacgtatg tgaccagtgt 162 0 
aactcaaagc gtagaaggtt ttcctccaaa ccagttgtac tcacagaagc ccagaaacaa 1680 
cttatgatat gccacctacc tcaggttctc agactgcacc tcaaacgatt caggtggtca 1740 
ggacgtaata accgagagaa gattggtgtt catgttggct ttgaggaaat cttaaacatg 1800 
gagccctatt gctgcaggga gaccctgaaa tccctcagac cagaatgctt tatctatgac 1860 
ttgtccgcgg tggtgatgca ccatgggaaa ggatttggct cagggcacta cactgcctac 192 0 
tgctataatt ctgaaggagg gttctgggta cactgcaatg attccaaact aagcatgtgc 198 0 
actatggatg aagtatgcaa ggctcaagct tatatcttgt tttataccca acgagttact 204 0 
gagaatggac attctaaact tttgcctcca gagctcctgt tggggagcca acatcccaat 2100 
gaagacgctg atacctcgtc taatgaaatc cttagctga 2139 

<210> 11 
<211> 870 
<212> DNA 

<213> Homo sapiens 
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<400> 11 

atgcgggtga aagatccaac taaagcttta 
actgtacctc atgatgaaga ctcttcagat 
gtaagtcatg ctatcagcgt gaatcatgta 
gtttgctcag aatgtttaga agaaagaaga 
gatatttggt tgtgcctcaa gtgtggcttc 
cattcattga agcactttaa gagttccaga 
agcacatgga ttatatggtg ttatgaatgt 
aaggttttgg ctcagatagt tgattttctc 
gcattttcta gaatcatgaa actttgtgaa 
ggaggaaaat gcagaaattt atctgtaaga 
tttaatgcag tcatgcagaa cttggcacag 
atcaaagaaa gtagtacaaa actcaagatt 
ttggtggtgg aactttcaag gcctggacca 
agcatgaagg agactgaaaa aggaccactt 
cagaagcggg tgcatctaca tttaatataa 



cctgagaaag ccaaaagaag taaaaggcct 60 
gatattgctg taggtttaac ttgccaacat 120 
aagagagcaa tagctgagaa tctgtggtca 180 
ttctatgatg ggcagctagt acttacttct 240 
cagggatgtg gtaaaaactc agaaagccaa 3 00 
acagagcccc attgtattat aattaatctg 360 
gatgaaaaat tatcaacgca ttgtaataag 420 
cagaaacatg cttctaaaac acaaacaagt 480 
gaaaaatgtg aaacagatga aatacagaag 54 0 
ggaattacaa atttaggaaa tacttgcttt 600 
acttatactc ttactgatct gatgaatgag 660 
tttccttcct cagactctca gctggaccca 720 
ctgacctcag ccttgttcct gtttcttcac 780 
tctcctaaag ttctttttaa tcagctttgt 840 

870 



<210> 12 

<211> 1101 

<212> DNA 

<213> Homo sapiens 

<400> 12 

atgactgtcc gaaacatcgc ctccatctgt 
aaagacattg gtccagagca gtttccaatc 
ggaaacacat gctactgtaa ctccgtgctt 
gagaatgtgt tggcatacaa ggcccagcaa 
gcggaccttt tccacagcat tgccacacag 
aagttcattt caaggctgag aaaagagaat 
gctcatgaat ttttaaatta tttgctaaac 
aaacaggaaa aacaaaatgg aaaattaaaa 
aataaaccag aactcacctg ggtccatgag 
cgatgcttga actgtgaaac tgttagtagc 
gatgtggagc agaatacatc cattacccac 
ctgtgtagtg aacaaaaata ttattgtgaa 
aggatgaggg taaaaaagct gcccatggtc 
atggagcagc tgcgcagata caccaagctg 
cggctcttca acacctccag tgatgcagtg 
gtggtcgttc actgtggcag tggtcctaat 
cacggcttct ggcttttgtt tgatgatgac 
gaagaattct atggcctgac gtcagatata 
ttctatcagt caagagagta a 



aatatgggca ccaatgcctc tgctctggaa 60 
aatgaacact atttcggatt ggtcaatttt 120 
caggcattgt acttctgccg tccattccgg 180 
aagaagaagg aaaacttgct gacgtgcctg 240 
aagaagaagg ttggcgtcat cccaccaaag 3 00 
gatctctttg ataactacat gcagcaggat 360 
actattgcgg acatccttca ggaggagaag 42 0 
aatggcaaca tgaacgaacc tgcggaaaat 4 80 
atttttcagg gaacgcttac caatgaaact 54 0 
aaagatgaag attttcttga cctttctgtt 600 
tgtctaagag acttcagcaa cacagaaaca 660 
acatgctgca gcaaacaaga agcccagaaa 72 0 
ttggccctgc acctaaagcg gttcaagtac 780 
tcttaccgtg tggtcttccc tctggaactc 840 
aacctggacc gcatgtatga cttggttgcg 900 
cgtgggcatt atatcactat tgtgaaaagt 960 
attgtagaga aaatagatgc tcaagctatt 1020 
tcaaaaaatt cagaatctgg atatatttta 1080 

1101 



<210> 13 

<211> 3864 

<212> DNA 

<213> Homo sapiens 

<400> 13 

atggtgcccg gcgaggagaa ccaactggtc 
gacaagtcac ttctcgacgc taattttgag 
gataaagatg gtgaacaacc tcaaatactg 
gttcatgaca ggtttatagg tccgcttcca 
tatgtcagcc aaagctactc ctactcatct 
ggactagtaa accaagcaat gacttgctat 
actcctgaat ttaggaatgc attatataag 



ccgaaagagg caccactgga tcataccagt 60 
ccaggaaaga agaactttct gcatttgaca 12 0 
ctggaggatt ccagtgctgg ggaagacagt 18 0 
agagaaggtt ctgtgggttc taccagtgat 24 0 
attttgaata aatcagaaac tggatatgtg 3 00 
ttgaatagcc ttttgcaaac actttttatg 360 
tgggaatttg aagaatctga agaagatcca 4 20 
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gtgacaagta ttccatacca acttcaaagg 
agagcaattg aaaccacaga tgttacaagg 
cagcagcatg atgtacaaga actatgcaga 
aagcaaacag aacaggctga tcttataaat 
gtgagatgtc tggaatgtgg ttatgagggc 
ttggtcatcc gaccttatgg gtccagccaa 
gcatttattc agccagagat tctggatggc 
aagaagtgtg atgcacggaa gggccttcgg 
cagctgaaaa gattcgattt tgattataca 
atgacatttc ccgaggaact agatatgagt 
cctcagactg aaagttgcac tgacagtgga 
cagatgagca acgatttctc caatgatgat 
aatagtggaa .ctgaaaagat ctcaaaatct 
cttttctctg ttatggctca ttctgggagc 
aagtcattca gtgatgagca gtggtacagc 
caagaggaca ttaagaaaac acatggtgga 
gctttcgcaa gttccacaaa tgcatatatg 
aatgcaaaat ttctagaagt gggtgaatac 
gagagagagt tggaagaaca agaaaagaga 
ataaaattat tctgtttgca tcctacaaaa 
cataaggata agacattaaa ggaagcagta 
gaggtaatac ccctggattg ctgtcgcctt 
gaacggtcat atgaaggaga agaagataca 
tcaacatata tgtttgatct gctgttggag 
tataaacctg gagaagtgat ggtgaaagtt 
gctgctccta taactgttcg tgcttactta 
atttcaaagg ccatccattt acctgctgaa 
aatgatttgc gtcttctcag tgtctccagt 
agtaacaagg tgtttgttga aagctccgag 
tctcatttat ggaaactcct ggatcggcat 
cctgaacaat ccccagtatc ttattccaaa 
tctggtaatg tggatgatga ctgtgaaaga 
gtggaagcta ttctagaaga aagcactgaa 
caggatggag ataatgggga cagcagcaaa 
gaatcacctc tcaatgagag ggactcttca 
catattcaga cttctgatcc agaaaatttt 
aataatgaca ggagtacaag ttcagtggac 
gatactttgt gcaatgcaga caatgctcag 
agtatcacaa gtagtagaag aacgaaagca 
gcagaagaag actctggaac tgatagtgaa 
atgcagtaca tgtatttcaa agctgaacct 
cataaatggt tgatggtgca tgttgataaa 
ttagagccct ttgttggagt tttgtcctct 
aatcaagagt ttgagagcgt ccggctgaat 
aagattacaa ttagactggg gagagcactt 
cagcttttgg tcaatgaaca agagccatgc 
ggaatgactg tacggcaatc aaaagaggaa 
ttagagctca gtattgacag gtttcgtcta 
gtctttttgg attatcatat ttatgaagaa 
ttccttgaag ttcttgatgg ggtagagaag 
tcaagacggt ggaagccttc agagatgaag 
agcagtagtg tggacgaatt gcgagagaag 
gatattgaat ttgctaaggg tagaggaaca 
catcaggatt tagactggaa tcctaaagtt 
tgtgatgatg gtgcggtcat attttatagg 
gatgagcaaa gaaatgaact gatgaaaaaa 
cgtgtaacat actcacctcg taaagagaaa 
aataaagatc tgactcaaga ctga 



ctttttgttt tgttacaaac cagcaaaaag 480 
agctttggat gggatagtag tgaggcttgg 54 0 
gtcatgtttg atgctttgga acagaaatgg 600 
gagctatatc aaggcaagct gaaggactac 660 
tggcgaatcg acacatatct tgatatccca 720 
gcatttgcta gtgtggaaga agcattgcat 780 
ccaaatcagt atttttgtga acgttgtaag 840 
tttttgcatt ttccttatct gctgacctta 900 
accatgcata ggattaaact gaatgatcga 960 
acttttattg atgttgaaga tgagaaatct 1020 
gcagaaaatg aaggtagttg tcacagtgat 1080 
ggtgttgatg aaggaatctg tcttgaaacc 114 0 
ggacttgaaa agaattcctt gatctatgaa 1200 
gctgctggtg gtcattatta tgcatgtata 1260 
ttcgatgatc aacatgtcag caggataaca 1320 
tcttcaggaa gcagaggata ttattctagt 1380 
• ctgatctata gactgaagga tccagccaga 1440 
ccagaacata ttaaaaactt ggtgcagaaa 1500 
caacgagaaa ttgagcgcaa tacatgcaag 1560 
caagtaatga tggaaaataa attggaggtt 162 0 
gaaatggctt ataagatgat ggatttagaa 1680 
gttaaatatg atgagtttca tgattatcta 1740 
ccaatggggc ttctactagg tggcgtcaag 1800 
acgagaaagc ctgatcaggt tttccaatct 1860 
catgttgttg atctaaaggc agaatctgta 1920 
aatcagacag ttacagaatt caaacaactg 1980 
acaatgagaa tagtgctgga acgctgctac 2040 
aaaaccctga aagctgaagg attttttaga 2100 
actttggatt accagatggc ctttgcagac 2160 
gcaaatacaa tcagattatt tgttttgcta 2220 
aggacagcat accagaaagc tggaggcgat 2280 
gtcaaaggac ctgtaggaag cctaaagtct 2340 
aaactcaaaa gcttgtcact gcagcaacag 2400 
agtactgaga caagtgactt tgaaaacatc 2460 
gcatcagtgg ataatagaga acttgaacag 2520 
cagtctgaag aacgatcaga ctcagatgtg 2 580 
agtgatattc ttagctccag tcatagcagt 2640 
atccctttgg ctaatggact tgactctcac 2700 
aatgaaggga aaaaagaaac atgggataca 2760 
tatgatgaga gtggcaagag taggggagaa 2820 
tatgctgcag atgaaggttc tggggaagga 2880 
agaattactc tggcagcttt caaacaacat 2 94 0 
cacttcaagg tctttcgagt gtatgccagc 3000 
gagacacttt catcattttc tgatgacaat 3060 
aaaaaaggag aatacagagt taaagtatac 312 0 
aagtttctgc tagatgctgt gtttgctaaa 3180 
ttaattcctc agctcaggga gcaatgtggt 324 0 
aggaaaaaaa catggaagaa tcctggcact 3 3 00 
gatattaata tttccagcaa ctgggaggtt 3360 
atgaagtcca tgtcacagct tgcagttttg 342 0 
ttggatccct tccaggaggt tgtattggaa 34 8 0 
cttagtgaaa tcagtgggat tcctttggat 354 0 
tttccctgtg atatttctgt ccttgatatt 3600 
tctaccctga atgtctggcc tctttatatc 3660 
gataaaacag aagaattaat ggaattgaca 3720 
gaaagcagtc gactccagaa gactggacat 3780 
gcactaaaaa tatatctgga tggagcacca 3 84 0 

3864 
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<210> 14 
<211> 4815 
<212> DNA 

<213> Homo sapiens 
<400> 14 

atgggtgcca aggagtcacg gatcggattc 
acagatgtag agctaaaacg actgaaggat 
tacatgggcc agcactgctt catccgggaa 
gctgaggtga tttactgttc ttttggtgga 
atagttggac ttgtcctcct tacaagaggc 
agtctttttt caagtgaatc tgggaactat 
cacgtggtgg atggtaaagt cccagataca 
gtaaactatg aaaagtttag aaattggctt 
cgatggcttc tatctggagg tgtgtatgtt 
ttctaccaaa ctctggctgg agtcacacat 
aaacgctatt ggttattgaa ggctcaatcc 
ggcccattgg tttcaccacc tattcgtcca 
gatgaaaatc gtgacaatca catagatttt 
tgcaggggac ccctggctga aagacaaaaa 
gatggagttc tctccagggt tgaactgaga 
aaggacaacc gcactgatga tattcctgaa 
ggcatactga atgcacatga caccacaaag 
atctggagtg tgaaaaatgt tcttgccaat 
cacatagttc tggggttaag accagctact 
tggttagaac gagagagcag gtatggtctg 
atgcagtggt ggcaacagtg gaaagaatat 
gagccatcat ctgttttgaa tggaggaaaa 
gagcaggtcg aagatagaat tggaagcagc 
ttttcagaca acatttctac tgcatctgaa 
tattctgcca caccaggggc agatgtttgc 
aacaaccagt gtttgctggg agccaatggg 
ccaggggcta ttgataatca gccattagta 
acactagaag gaggacgatt aaaacgaact 
atggtcccag aacctgtgtg gagagcactt 
cctagaccag ttatcaagaa cagcaagaca 
tatcttctct tcctgagaca gcagcctgcc 
aatatgggaa atgtaccttc tccgaatgca 
tgttttagtc gaatgcagac catcaaggaa 
attaaagagg aagatatgcg cctgtggcta 
gatgatgagg atcataaatt ggaatatttg 
gaagttcgca acaaagatat gagttggcct 
aaaatagata gacacaaggt tcccacagaa 
aacacatgct tcatgaactc aagcatccag 
tattttatct cagggagaca tctttatgaa 
gggcatatgg ctaaatgcta tggtgattta 
aatgttgccc cattaaagct tcggtggacc 
tttcagcaac aggactccca agaacttctg 
cttaatcgag tccatgaaaa gccatatgtg 
tgggaagtag ctgcagaggc ctgggacaac 
gatttgttcc atgggcagct aagatctcaa 
gtccgatttg accctttcaa ttttttgtct 
ttagaaataa cagtgattaa gttagatggt 
aatatggatg aaaagtacac aggtttaaaa 
tcagaacaaa tccttctagc agaagtacat 
aaccaaaaag tacgactctc agtgagtgga 



ctcagctacg aggaggcgct gaggagagtt 60 
gctttcaaga ggacctgtgg actctcatat 120 
gtgcttgggg atggagtgcc tccaaaggtt 180 
acatccaaag ggctgcactt caataattta 240 
aaagatgaag agaaagcaaa atacattttt 3 00 
gttatacggg aagaaatgga aagaatgctc 3 60 
ctcaggaagt gtttctcaga gggtgaaaag 420 
tttctaaaca aagatgcttt tactttctct 480 
accctcactg atgatagtga tactcctact 540 
ttggaggaat cagacatcat tgatcttgag 600 
cggactggac gatttgattt agagacattt 660 
tctctaagtg aaggtttgtt taatgctttt 720 
aaggagatat cctgtgggtt atcagcctgt 780 
ttttgcttca aggtatttga tgttgaccgt 840 
gacatggtgg ttgcactttt agaagtctgg 900 
ttacatatgg atctctctga tattgtagaa 960 
atgggtcatc ttactctgga agactatcag 1020 
gagtttttga acctcctttt ccaggtgtgt 1080 
ccggaagaag aaggacaaat tattagagga 114 0 
caagcaggac acaactggtt tatcatctcc 1200 
gtcaaatacg atgccaaccc tgtggtaatt 1260 
tactcatttg gaactgcagc ccatcctatg 1320 
ctcagttacg tgaatactac agaagagaaa 1380 
gcctcagaaa ctgctggcag cggctttctg 1440 
tttgctcgac aacataacac ttctgacaat 1500 
aatattttgt tgcaccttaa ccctcagaaa 1560 
actcaagaac cagtaaaggc tacatcatta 1620 
ccacagctga ttcatggaag agactatgaa 1680 
tatcactggt atggagcaaa cctggcctta 1740 
gacatcccag agctggaatt atttccccgc 1800 
actcggacac agcagtctaa catctgggtg 1860 
cctttaaagc gggtattagc ctatacaggc 1920 
attcacgaat atctatctca aaggctgcgc 1980 
tacaacagtg agaactacct tactcttctg 2040 
aaaatccagg atgaacaaca cctggtaatt 2100 
gaggagatgt cttttatagc aaatagtagt 2160 
aagggagcca caggtctaag caatctggga 222 0 
tgtgttagta acacacagcc actgacacag 2280 
ctcaacagga caaatcccat tggtatgaag 2340 
gtgcaggaac tttggagtgg aactcagaag 24 00 
atagcaaaat atgctcccag gtttaatggg 2460 
gcttttctct tggatggtct tcatgaagat 2520 
gaactgaagg acagtgatgg gcgaccagac 2580 
catctaagaa gaaatagatc aattgttgtg 2640 
gtaaaatgca agacatgtgg gcatataagt 2700 
ttgccactac caatggacag ttatatgcac 2760 
actacccctg tacggtatgg actaagactg 2820 
aaacagctga gtgatctctg tggacttaat 2880 
ggttccaaca taaagaactt tcctcaggac 2940 
tttttgtgtg catttgaaat tcctgtccct 3000 
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gtgtctccaa tttcagcttc tagtccaaca 
aatgaaatgt tcaccctaac taccaatggg 
ggaatgccaa acactgttgt gccatgtgga 
aatggtcaca tgccatctct tcctgacagc 
cgaaaaatga tgaggacaga actgtatttc 
tttggaatgc cattgattgt tccatgtact 
gcggtttgga ttcaagtatc ccggttagcg 
catgcccagg attgtgacga cagtatgggc 
cagaaagatg ggaactcctg tgcttggtgc 
attgattgtg gggaagacag agctttcatt 
cccacagccc ttcaccttcg ctatcaaaca 
agtgtggagc agagtcggcg agcgcaagcc 
gctttcacca gtgaggaaga gctaggggaa 
acccactgct tagcaacaaa gaagctggat 
caccttaagc gatttcaatt tgtaaatggt 
tttcctcggg aaagttttga tccaagtgct 
cagcataaac cactcacacc ccagggggat 
gaggtgaaga aagtggatgc gcagagttcg 
agcccatcct cactcagcgc taacatcatc 
agaaaaagtg gaaccagctg tccctccagc 
actttgggga ggagcaaagg gaggctccgg 
tcaagtagta aagagaactt ggatgccagc 
ctggctgacg ccttgagtcg agggcatgtg 
cctcaggacc atgaggtagc tttggccaat 
aatggctaca gcaatggtca gcttggaaac 
agagaagata ctcgtattaa gcctatttat 
attctgggtg ggggccatta cgtcacttat 
tacaatgaca gcagctgtaa ggaacttcac 
attcttttct atgagcagca ggggatagac 
aaaaagatgg cagacacaag cagtatggat 
tgtgtgttac agtaa 



cagacagatt tctcctcttc gccatctaca 3060 
gacctacccc gaccaatatt catccccaat 3120 
actgagaaga acttcacaaa tggaatggtt 318 0 
ccctttacag gttacatcat tgcagtccac 3240 
ctgtcatctc agaagaatcg ccccagcctc 3300 
gtgcataccc ggaagaaaga cctatatgat 3 3 60 
agcccactcc cacctcagga agctagtaat 3420 
tatcaatatc cattcactct acgagttgtg 3480 
ccatggtata gattttgcag aggctgtaaa 3540 
ggaaatgcct atatcgctgt ggattgggat 360 0 
tcccaggaaa gggttgtaga tgagcatgag 3660 
gagcccatca acctggacag ctgtctccgt 3720 
aatgagatgt actactgttc caagtgtaag 3780 
ctctggaggc ttccacccat cctgattatt 3840 
cggtggataa aatcacagaa aattgtcaaa 3900 
tttttggtac caagagaccc ggctctctgc 3960 
gagctctctg agcccaggat tctggcaagg 4020 
gctggggaag aggacgtgct cctgagcaaa 4080 
agcagcccga aaggttctcc ttcttcatca 4140 
aaaaacagca gccctaatag cagcccacgg 4200 
ctgccccaga ttggcagcaa aaataaactg 4260 
aaagaaaatg gggctgggca gatatgtgag 43 20 
ctggggggca gccaaccaga gttggtcact 4380 
ggattccttt atgagcatga agcatgtggc 444 0 
cacagtgaag aagacagcac tgatgaccaa 45 00 
aatctatatg caatttcgtg ccattcagga 4560 
gccaaaaacc caaactgcaa gtggtactgt 4 62 0 
ccggatgaaa ttgacaccga ctctgcctac 4680 
tatgcacaat ttctgccaaa gactgatggc 4740 
gaagactttg agtctgatta caaaaagtac 4800 

4815 



<210> 15 
<211> 3129 
<212> DNA 

<213> Homo sapiens 
<400> 15 

atggacaaga tcctggaggg ccttgtgagt 
attgtgcgga aggtggtgga atcggcggag 
atgtttgacc tgacgacccg gctcatcctg 
gggcaccagg tgctggaggc ctacgcacga 
aacaagacct tcgtgttggg cctccttcat 
gtagccatcc tggactacat tcacaacggc 
ctggatctct ttagcctcct gcaggtagag 
ccgcagctct gtgcccgact gagcgacctt 
gggaaattgt ccatcacgtt ctgtcaacag 
gtgtccaccc aggaaagaga gctgcgggaa 
ttgctgcaga acatctggaa ggccgagcct 
tttgcaagca tctcttccac agatgcatca 
gtgcagcata ttcctcttca gatgattaca 
aatgtaaaag atgcaagtat gacccaagcc 
ccattggctc agcatgtgga tacatgggta 
cagaagttta ctattttgat agatgttact 
ctttggtttc ctcttgtgag acctggtgct 
tttcagcatt ctccagaggc gttccatttg 
tctttcaaaa atgatggtct gccttcaagt 



tcctcgcatc ccctgcccct caagcgggtg 60 
cactggctag acgaggcgca gtgcgaggcc 120 
gagggccagg accctttcca gcggcaggtg 180 
taccaccggc cagagttcga gtccttcttc 240 
cagggctacc actctctgga caggaaggat 3 00 
ctgaagctga ttatgagctg tccgtcggtg 360 
gtgttacgga tggtgtgtga gaggccggag 42 0 
ctgaccgact ttgtgcaatg catccccaag 4 80 
ctggttcgaa cgataggcca tttccagtgc 54 0 
tatgtctccc aggtgacaaa agtgagtaac 600 
gccacactac tgccttccct gcaagaagtt 660 
tttgaacctt ctgtagcatt ggcaagcctt 720 
gttctcatca ggagccttac tacggatcca 780 
ctttgcagaa tgattgactg gctatcctgg 840 
attgcactcc tgaaaggact ggcagctgtc 900 
ttgctgaaaa tagaactggt ttttaatcga 960 
cttgcagttc tttctcacat gctgcttagc 1020 
attgttcctc atgtggttaa tttggttcat 1080 
acagccttct tagtacaatt aacagaattg 1140 
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atacactgta tgatgtatca ttattctgga 
gcaataaagg attttcctaa gcccagtgaa 
gcctggactt ctcaatccaa ttctttggcg 
gaaactggga aaactggtct tattaaccta 
caagccttgt ttatggccac agatttcagg 
tgcaattcat taatgaaaaa attacagcat 
gaagcatacg cacctcggat attctttgag 
tcacagcaag actgttctga atacctcaga 
aagatcttga aagttcaggc ctcacacaag 
tctttacagg aagtagctag taaagcagca 
ggtgagaaga ctttaataga aaaaatgttt 
ttgaactgca ggagtacctc acaaaaagtg 
tgtccttcct cttctttgga aaacatgtct 
caagatggtg gtctaatgca agcctctgta 
aatccaacaa cagctgcctt catctgtgac 
cctcctaatg agttttactg ttctgaaaac 
cttgttaata aagatgtacc tcagaaacca 
ttactaaatt attttttggc tccagagatt 
aactgtgcct ctctgcaaaa tgctgagaaa 
cttattctta ctctcctgag attttcatat 
ttagacaatg tatcactgcc actggttttg 
tcttcattgt cagaaagttg gtctgtagat 
gctaaaaaat taaagccttc agggactgat 
ctattaagtt ccgttgtggt tcactctggt 
tatgccagaa atatcacaag tacagactct 
ctggcattag catcctccca gagtcattta 
gaacaggatt tggaaaataa ggaaatgtca 
gtgacattta cttcatttca gtcagtccag 
gcttatgtgc ttttgtataa aaaacagcat 
accagtggac tctggataaa tggagaccca 
acaaaagaca ataaactata tttacaggaa 
caagctgcat ctgcttcatg ttcatttcgg 
ggaagctgtg gaccaactgg tggagggggt 
gtattttga 



tttccagatc tctatgaacc tattctggag 1200 
gagaagatta agttaattct caatcaaagt 1260 
tcttgcttgt ctagactttc tggaaaatct 1320 
ggaaatacat gttatatgaa cagtgttata 1380 
agacaagtat tatctttaaa tctaaatggg 1440 
ctttttgcct ttctggccca tacacagagg 1500 
gcttccagac ctccatggtt tactcccaga 1560 
tttctccttg acaggctcca tgaagaagaa 1620 
ccttctgaaa ttctggaatg cagtgaaact 1680 
gtactaacag agacccctcg tacaagtgac 174 0 
ggaggaaaac tacgaactca catacgttgt 1800 
gaagccttta cagatctttc gcttgccttt 1860 
gtccaagatc cagcatcatc acccagtata 1920 
cccggtcctt cagaagaacc agtagtttat 1980 
tcacttgtga atgaaaaaac cataggcagt 2 04 0 
acttctgtcc ctaacgaatc taacaagatt 2100 
ggaggtgaaa ccacaccttc agtaactgac 2160 
cttactggtg ataaccaata ttattgtgaa 2220 
actatgcaaa tcacggagga acctgaatac 2280 
gatcagaagt atcatgtgag aaggaaaatt 2340 
gagttgccag ttaaaagaat tacttctttc 2400 
gttgacttca ctgatcttag tgagaacctt 2460 
gaagcttcct gcacaaaatt ggtgccctat 2520 
atatcctctg aaagtgggca ttactattct 2580 
tcatatcaga tgtaccacca gtctgaggct 2640 
ctagggagag atagtcccag tgcagttttt 2700 
aaagaatggt ttttatttaa tgacagtaga 2760 
aaaattacga gcaggtttcc aaaggacaca 2 82 0 
agtactaatg gtttaagtgg taataaccca 2880 
cctctacaga aagaacttat ggatgctata 2940 
caagagttga atgctcgagc ccgggccctc 3 000 
cccaatggat ttgatgacaa cgacccacca 3 060 
ggaggaggat ttaatacagt tggcagactc 3120 

3129 



<210> 16 
<211> 3102 
<212> DNA 

<213> Homo sapiens 
<400> 16 

atggccccgc ggctgcagct ggagaaggcg 
gaggaggtgt cgcaggagca tatcgagacc 
cgcggcgtgt gcagacgaaa ctgcaaagga 
catatttggt taggagaaat agatgaaaat 
gagaggagaa aaaagaactc atttgtgggc 
aacacatttc ttcaagtgtg gtttctcaac 
ccaagcactt gtagtgacta catgctggga 
cctcaaacaa tttgtgagca tctccagtac 
cgatacattg atccatcagg atttgttaaa 
gatgctcaag aattttcaaa gctctttatg 
aagaatccag atgtgcgcaa tattgttcaa 
actgtttgca accagtgtgg cagagagtct 
ttaaatatcc aaggccacaa acagttaaca 
aaattagaag gagacaatcg ctatttttgc 
agaaagattc gacttcttag ccttccttgc 
tttgacaggc aaactggaca taagaaaaag 



gcctggcgct gggcggagac ggtgcggccc 60 
gcttaccgca tctggctgga gccctgcatt 120 
aatccgaatt gcttggttgg tattggtgag 180 
agttttcata acatcgatga tcccaactgt 240 
ctgactaacc ttggagccac ttgttatgtc 3 00 
ttggagcttc ggcaggcact ctacttatgt 3 60 
gacggcatcc aagaagaaaa agattatgag 4 20 
ttgtttgcct tgttgcaaaa cagtaatagg 480 
gccttgggcc tggacactgg acaacagcag 54 0 
tctctattgg aagatacttt gtctaaacaa 600 
cagcagttct gtggagaata tgcctatgta 660 
aagcttttgt caaaatttta tgagctggag 720 
gattgtatct cggaattttt gaaggaagaa 780 
gagaactgtc aaagcaaaca gaatgcaaca 84 0 
actctgaact tgcagctaat gcgttttgtc 900 
ctgaatacct acattggctt ctcagaaatt 960 
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ttggatatgg agccttatgt ggaacataaa ggtgggtcct acgtgtatga actcagcgca 1020 
gtcctcatac acagaggagt gagtgcttat tctggccact acatcgccca cgtgaaagat 1080 
ccacagtctg gtgaatggta taagtttaat gatgaagaca tagaaaagat ggaggggaag 1140 
aaattacaac tagggattga ggaagatcta gaaccttcta agtctcagac acgtaaaccc 1200 
aagtgtggca aaggaactca ttgctctcga aatgcatata tgttggttta tagactgcaa 1260 
actcaagaaa agcccaacac tactgttcaa gttccagcct ttcttcaaga gctggtagat 1320 
cgggataatt ccaaatttga ggagtggtgt attgaaatgg ctgagatgcg taagcaaagt 1380 
gtggataaag gaaaagcaaa acacgaagag gttaaggagc tgtaccaaag gttacctgct 1440 
ggagctgagc cctatgagtt tgtctctctg gaatggctgc aaaagtggtt ggatgaatca 1500 
acacctacca aacctattga taatcacgct tgcctgtgtt cccatgacaa gcttcacccg 1560 
gataaaatat caattatgaa gaggatatct gaatatgcag ctgacatttt ctatagtaga 1620 
tatggaggag gtccaagact aactgtgaaa gccctgtgta aggaatgtgt agtagaacgt 1680 
tgtcgcatat tgcgtctgaa gaaccaacta aatgaagatt ataaaactgt taataatctg 1740 
ctgaaagcag cagtaaaggg cgatggattt tgggtgggga agtcctcctt gcggagttgg 1800 
cgccagctag ctcttgaaca gctggatgag caagatggtg atgcagaaca aagcaacgga 1860 
aagatgaacg gtagcacctt aaataaagat gaatcaaagg aagaaagaaa agaagaggag 1920 
gaattaaatt ttaatgaaga tattctgtgt ccacatggtg agttatgcat atctgaaaat 1980 
gaaagaaggc ttgtttctaa agaggcttgg agcaaactgc agcagtactt tccaaaggct 2040 
cctgagtttc caagttacaa agagtgctgt tcacagtgca agattttaga aagagaaggg 2100 
gaagaaaatg aagccttaca taagatgatt gcaaacgagc aaaagacttc tctcccaaat 2160 
ttgttccagg ataaaaacag accgtgtctc agtaactggc cagaggatac ggatgtcctc 2220 
tacatcgtgt ctcagttctt tgtagaagag tggcggaaat ttgttagaaa gcctacaaga 2280 
tgcagccctg tgtcatcagt tgggaacagt gctcttttgt gtccccacgg gggcctcatg 2340 
tttacatttg cttccatgac caaagaagat tctaaactta tagctctcat atggcccagt 2400 
gagtggcaaa tgatacaaaa gctctttgtt gtggatcatg taattaaaat cacgagaatt 2460 
gaagtgggag atgtaaaccc ttcagaaaca cagtatattt ctgagcccaa actctgtcca 252 0 
gaatgcagag aaggcttatt gtgtcagcag cagagggacc tgcgtgaata cactcaagcc 2580 
accatctatg tccataaagt tgtggataat aaaaaggtga tgaaggattc ggctccggaa 2640 
ctgaatgtga gtagttctga aacagaggag gacaaggaag aagctaaacc agatggagaa 2700 
aaagatccag attttaatca aagcaatggt ggaacaaagc ggcaaaagat atcccatcaa 2760 
aattatatag cctatcaaaa gcaagttatt cgccgaagta tgcgacatag aaaagttcgt 2 82 0 
ggtgagaaag cacttctcgt ttctgctaat cagacgttaa aagaattgaa aattcagatc 2880 
atgcatgcat tttcagttgc tccttttgac cagaatttgt caattgatgg aaagatttta 2940 
agtgatgact gtgccaccct aggcaccctt ggcgtcattc ctgaatctgt cattttattg 3000 
aaggctgatg aaccaattgc agattatgct gcaatggatg atgtcatgca agtttgtatg 3060 
ccagaagaag ggtttaaagg tactggtctt cttggacatt aa 3102 



<210> 17 

<211> 1554 

<212> DNA 

<213> Homo sapiens 

<400> 17 

atgctgagct cccgggccga ggcggcgatg accgcggccg acagggccat ccagcgcttc 60 
ctgcggaccg gggcggccgt cagatataaa gtcatgaaga actggggagt tataggtgga 12 0 
attgctgctg ctcttgcagc aggaatatat gttatttggg gtcccattac agaaagaaag 180 
aagcgtagaa aagggcttgt gcctggcctt gttaatttag ggaacacctg cttcatgaac 240 
tccctgctac aaggcctgtc tgcctgtcct gctttcatca ggtggctgga agagttcacc 300 
tcccagtact ccagggatca gaaggagccc ccctcacacc agtatttatc cttaacactc 360 
ttgcaccttc tgaaagcctt gtcctgccaa gaagttactg atgatgaggt cttagatgca 420 
agctgcttgt tggatgtctt aagaatgtac agatggcaga tctcatcatt tgaagaacag 480 
gatgctcacg aattattcca tgtcattacc tcgtcattgg aagatgagcg agaccgccag 540 
cctcgggtca cacatttgtt tgatgtgcat tccctggagc agcagtcaga aataactccc 600 
aaacaaatta cctgccgcac aagagggtca cctcacccca catccaatca ctggaagtct 660 
caacatcctt ttcatggaag actcactagt aatatggtct gcaaacactg tgaacaccag 72 0 
agtcctgttc gatttgatac ctttgatagc ctttcactaa gtattccagc cgccacatgg 780 
ggtcacccat tgaccctgga ccactgcctt caccacttca tctcatcaga atcagtgcgg 840 
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gatgttgtgt gtgacaactg tacaaagatt gaagccaagg gaacgttgaa cggggaaaag 900 
gtggaacacc agaggaccac ttttgttaaa cagttaaaac tagggaagct ccctcagtgt 960 
ctctgcatcc acctacagcg gctgagctgg tccagccacg gcacgcctct gaagcggcat 1020 
gagcacgtgc agttcaatga gttcctgatg atggacattt acaagtacca cctccttgga 1080 
cataaaccta gtcaacacaa ccctaaactg aacaagaacc cagggcctac actggagctg 1140 
caggatgggc cgggagcccc cacaccagtt ctgaatcagc caggggcccc caaaacacag 12 00 
atttttatga atggcgcctg ctccccatct ttattgccaa cgctgtcagc gccgatgccc 1260 
ttccctctcc cagttgttcc cgactacagc tcctccacat acctcttccg gctgatggca 1320 
gttgtcgtcc accatggaga catgcactct ggacactttg tcacttaccg acggtcccca 1380 
ccttctgcca ggaaccctct ctcaactagc aatcagtggc tgtgggtctc cgatgacact 1440 
gtccgcaagg ccagcctgca ggaggtcctg tcctccagcg cctacctgct gttctacgag 1500 
cgcgtccttt ccaggatgca gcaccagagc caggagtgca agtctgaaga atga 1554 



<210> 18 
<211> 3372 
<212> DNA 

<213> Homo sapiens 
<400> 18 

atggacctgg gccccgggga cgcggcagga gggggaccgc tcgcgccccg gccccgccgc 60 
cgccgctccc tgcgccgcct gttcagccgc ttcctgctgg cgctgggcag ccgctcacgc 12 0 
cccggggact caccgccccg gccccagccg ggacactgtg atggcgacgg tgaggggggc 18 0 
ttcgcctgcg ccccgggccc agttccagcg gcccccggga gccccgggga ggaacgcccg 24 0 
cccggacccc agccccagct ccagctcccc gccggcgatg gggcgcggcc gccgggcgct 3 00 
cagggcttga agaaccacgg caacacctgt ttcatgaacg cggtggtgca gtgtctcagc 360 
aacaccgacc tgctggccga gttcctggcg ctggggcgct accgggcggc tccgggccgc 42 0 
gccgaggtca ccgagcagct ggcggcgctg gtgcgcgcgc tctggactcg cgaatacacg 4 80 
ccccaacttt ccgcggagtt caagaatgca * gtttccaagt acggctctca gttccaaggc 540 
aattcccagc acgacgccct ggaattcctg ctctggttgc tggatcgtgt acatgaggac 600 
ctggagggtt catcccgagg gccggtgtcg gagaagcttc cgcctgaagc cactaaaacc 660 
tctgagaact gcctgtcacc atcagctcag cttcctctag gtcaaagctt tgtgcaaagc 720 
cactttcaag cacaatatag atcttccttg acttgtcccc actgcctgaa acagagcaac 780 
acctttgatc ctttcctgtg tgtgtcccta cctatcccct tgcgccagac gaggttcttg 840 
agtgtcacct tggtcttccc ctctaagagc cagcggttcc tgcgggttgg cctggccgtg 900 
ccgatcctca gcacagtggc agccctgagg aagatggttg cagaggaagg aggcgtccct 960 
gcagatgagg tgatcttggt tgaactgtat cccagtggat tccagcggtc tttctttgat 1020 
gaagaggacc tgaataccat cgcagaggga gataatgtgt atgcctttca agttcctccc 1080 
tcacccagcc aggggactct ctcagctcat ccactgggtc tgtcggcctc cccacgcctg 1140 
gcagcccgtg agggccagcg attctccctc tctctccaca gtgagagcaa ggtgctaatc 1200 
ctcttctgta acttggtggg gtcagggcag caggctagca ggtttgggcc acccttcctg 1260 
ataagggaag acagagctgt ttcctgggcc cagctccagc agtctatcct cagcaaggtc 1320 
cgccatctta tgaagagtga ggcccctgta cagaacctgg ggtctctgtt ctccatccgt 13 80 
gttgtgggac tctctgtggc ctgcagctat ttgtctccga aggacagtcg gcccctctgt 1440 
cactgggcag ttgacagggt tttgcatctc aggaggccag gaggccctcc acatgtcaag 1500 
ctggcggtgg agtgggatag ctctgtcaag gagcgcctgt tcgggagcct ccaggaggag 1560 
cgagcgcagg atgccgacag tgtgtggcag cagcagcagg cgcatcagca gcacagctgt 1620 
accttggatg aatgttttca gttctacacc aaggaggagc agctggccca ggatgacgcc 1680 
tggaagtgtc ctcactgcca agtcctgcag caggggatgg t'gaagctgag tttgtggacg 174 0 
ctgcctgaca tcctcatcat ccacctcaaa aggttctgcc aggtgggcga gagaagaaac 18 00 
aagctctcca cgctggtgaa gtttccgctc tctggactca acatggctcc ccatgtggcc 1860 
cagagaagca ccagccctga ggcaggactg ggcccctggc cttcctggaa gcagccggac 1920 
tgcctgccca ccagttaccc gctggacttc ctgtacgacc tgtatgccgt ctgcaaccac 1980 
catggcaacc tgcaaggtgg gcattacaca gcctactgcc ggaactctct ggatggccag 2040 
tggtacagtt atgatgacag cacggtggaa ccgcttcgag aagatgaggt caacaccaga 2100 
ggggcttata tcctgttcta tcagaagcgg aacagcatcc ctccctggtc agccagcagc 2160 
tccatgagag gctctaccag ctcctccctg tctgatcact ggctcttacg gctcgggagc 2220 
cacgctggca gcacaagggg aagcctgctg tcctggagct ctgccccctg cccctccctg 2280 
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ccccaggttc ctgactctcc catcttcacc 
ttggagccca ggcgtttggt acggggcgtg 
accacttccc gagccaagca gggaccattc 
tccaaggaga aaccaccagg tgcctccgtc 
agacctcggt ccacgagcca gtccattgtg 
gagaagtcag catcgccgag gtccaacgtc 
cgggccattg aaagaggtcc agccggggtg 
ctggcccctg gaaactcaga tggtccaaac 
caggacatca agcttcccag aaagtttgac 
catgagaaac cagctcgacc ggagggccag 
atgggaagca aaagcagccc accctccccc 
agtcgccgag gcacctctga gctagacaga 
tccgtgtttc ggaagaagga gaacaggagg 
ccccccgtct ccctggtgag tggcgggctg 
tcacctcctg ccctcaggat cccagagggc 
agggatgtct ggtcagcccc cagctctctc 
agaggcagtg cactgggcat gtcacaaagg 
acctttcaga gagtcaaata tcacactctt 
tccagctttt ga 



aacagcctct gcaatcagga aaagggaggg 2340 
aaaggcagaa gcattagcat gaaggcaccc 2400 
aagaccatgc ctctgcggtg gtcctttgga 2460 
gagttggtgg agtacttgga atccagacga 2520 
tcgctgttga cgggcactgc gggtgaggat 2580 
gcccttcctg ctaacagcga agatggtggg 264 0 
ccctgtccct cggctcaacc caaccactgt 2700 
acagcaagga aactcaagga aaatgcaggg 2760 
ctgcctctca ctgtgatgcc ttcagtggag 2820 
aaggccatga actggaagga gagcttccag 2880 
tatatgggat tctctggaaa cagcaaagac 2940 
cccctgcagg ggacactcac ccttctgagg 3000 
aatgagaggg cagaggtctc tccacaggtg 3060 
agccctgcca tggacgggca ggctccaggc 312 0 
ctggccaggg gcctgggcag ccggctcgag 318 0 
cgcctccctc gtaaagccag cagggccccg 324 0 
actgttccag gggagcaggc ttcttatggc 3300 
tctttaggtc gaaagaaaac cttaccggag 3360 

3372 



<210> 19 

<211> 786 

<212> DNA 

<213> Homo sapiens 

<400> 19 

atgcagctcg tcatcttaag agttactatc 
ccccctgctg cagaccataa aggatgggac 
ctgaccaaga aggagtcgcc actccttacc 
ttccatcgga atgggacaga cctacttgac 
cactgtgggg tgcctgatgg gtccgacacc 
aagcacactc taacttacag gattatcaat 
aaagacagta tatataatgc agtttccatc 
caagtgcaga atggagatgc agacatcaag 
ggttggccct ttgatgggcc aggtggtatc 
aatcctggag ttgtccattt tgacaagaat 
aatctgttcc tggttgcaac tcatgagatt 
aatcagagct ccataatgta ccccacttac 
agtgccgatg atatccaaag gatccagcat 
ccttaa 



ttcttgccct ggtgtttcgc cgttccagtg 60 
tttgttgagg gctatttcca tcaatttttc 120 
caggagacac aaacacagct cctgcaacaa 180 
atgcagatgc atgctctgct acaccagccc 24 0 
tccatctcgc caggaagatg caagtggaat 3 00 
tacccacatg atatgaagcc atccgcagtg 360 
tggagcaatg tgaccccttt gatattccag 420 
gtttctttct ggcagtgggc ccatgaagat 480 
ttaggccatg cctttttacc aaattctgga 540 
gaacactggt cagcttcaga cactggatat 600 
gggcattctt tgggcctgca gcactctggg 660 
tggtatcacg accctagaac cttccagctc 720 
ttgtatggag aaaaatgttc atctgacata 780 

786 



<210> 20 

<211> 1452 

<212> DNA 

<213> Homo sapiens 

<400> 20 

atgaaggtgc tccctgcatc tggccttgct 
actgcagccc cctccctagt tgcagcctcc 
gcacaggcgt atcttgacaa atattacaca 
gttgcaagag gaagcaattc catgataagg 
ctccaagtca ccgggaagtt agaccagacc 
ggagttcctg atgtggccaa ttatcgcctc 
actttgacat acagaatatc taaatacaca 
gcagtggaga tggccttgca ggcctggagt 
aactcaggag aagcggatat tatgatatct 



gtcttcctca tcatggcttt gaagttttcc 60 
cccaggacct ggaggaacaa ctaccgcctc 12 0 
aataaagaag gacaccagat tggtgagatg 18 0 
aagattaagg agctacaagc gttctttggc 24 0 
acaatgaacg tgatcaagaa gcctcgctgt 3 00 
ttccctggtg aacccaaatg gaaaaaaaat 360 
ccttccatga gttctgtcga ggtggacaaa 420 
agcgccgtcc ctctgagctt tgtcagaata 480 
tttgaaaatg gagatcacgg ggattcctat 54 0 



19 



ccattcgatg ggcctcgggg gactctagcc 
ggagatacac atttcgacaa tcctgagaag 
tttaccgttg ctgctcatga atttggccat 
tcagcactga tgtacccaac ttataagtac 
gatgatgtga aagggatcca ggcattatac 
actctgcccc atgcccccca tcacaagcca 
tcctttgacg ctgtgacaat gctggggaag 
tggagacggc aggttcactt gcggacagga 
ccccagctca tgtccaatgt ggatgcagct 
ttcttcaaag gtccccacta ctggataaca 
actatttatg actttggatt tccaaggcac 
agggagccac agaagaccct tttctttgtg 
aaaaggaaaa tggaaaaaga ctatccaaag 
ggccaaatcg atgctgctgt agaattaaat 
acatacaagt atgacacaga gaaggaagat 
attggttgct aa 



catgcatttg ctcctggaga aggcctggga 600 
tggactatgg gaacgaatgg ttttaatttg 660 
gccctgggcc tggcccattc cacagaccca 720 
aagaatccct atggattcca cctccccaaa 780 
ggacctcgga aagtattcct ggggaagccc 84 0 
tccatccctg acctctgtga ctccagctca 900 
gagctcctgc tcttcaagga ccggattttc 960 
attcggccca gcactattac cagctccttc 1020 
tacgaagtgg ctgagagggg cactgcttac 1080 
agaggattcc aaatgcaagg tcctcctcgg 114 0 
gtgcagcaaa tagatgctgc tgtctacctc 1200 
ggagatgaat actacagcta cgacgaaagg 1260 
aatactgaag aagaattttc aggagtaaat 1320 
ggctacattt acttcttttc aggaccaaaa 1380 
gtggttagtg tggtgaaatc tagttcctgg 1440 

1452 



<210> 21 
<211> 2298 
<212> DNA 

<213> Homo sapiens 
<400> 21 

atgaacgtcg cgctgcagga gctgggagct 
acgcttcggg atgaagacgc acccgagacc 
atggaggtgg gattccagaa ggggacaaga 
ctggtcttag caggtgcctc tctactgctg 
ctaggggtcc agtaccacag agacccatcc 
cgagtggctg gaaaaatcct ggagtccctg 
taccagttct cctgtggggg ctggattcgg 
tggaacacct tcaacagcct ctgggaccaa 
aacaccacct tcaactccag cagtgaagct 
tgcctacagg tggagcgcat tgaggagctg 
aagattggtg gttggaacat tacggggccc 
aaggcagtag cagggaccta cagggccacc 
tctaagagtt ccaacagcaa tgttatccag 
cgggattact acttaaacag aactgccaat 
atggaggaac tggggatgct gctgggtggg 
caggtgctgg agttggagat acagctggcc 
gacgaggaga agatctacca caagatgagc 
atggactggc ttgagttcct gtctttcttg 
cctgtggtgg tgtatgggat ggattatttg 
gaaccaagca tcctgaacaa ttacctgatc 
ctggaccgac gctttgagtc tgcacaagag 
aagtcctgtg tgccgaggtg gcagacctgc 
gctttggggt ccctcttcgt gaaggccacg 
gggatgatca gcgaaatccg gaccgcattt 
gatgagaaga cccgccaggc agccaaggag 
ttcccagact ttatcctgga gcccaaagag 
tctgaagatt ctttcttcca aaacatgttg 
gctgaccagc tccgcaagcc tcccagccga 
aatgcctact accttccaac taagaatgag 
cccttctatg cccgcaacca ccccaaggcc 
ggccatgagt tgacgcatgc ctttgatgac 
ctgcggccct ggtggcagaa tgagtccctg 
gaggaacagt acaatcaata ccaggtcaat 
ggggagaaca ttgctgacaa cggggggctg 



ggcagcaaca tggtggagta caaacgggcc 60 
cccgtagagg gcggggcctc cccggacgcc 120 
cagctgttag gctcacgcac gcagctggag 180 
gctgcactgc ttctgggctg ccttgtggcc 24 0 
cacagcacct gccttacaga ggcctgcatt 300 
gaccgagggg tgagcccctg tgaggacttt 3 60 
aggaaccccc tgcccgatgg gcgttctcgc 420 
aaccaggcca tactgaagca cctgcttgaa 480 
gagcagaaga cacagcgctt ctacctatct 54 0 
ggagcccagc cactgagaga cctcattgag 600 
tgggaccagg acaactttat ggaggtgttg 660 
ccattcttca ccgtctacat cagtgctgac 720 
gtggaccagt ctgggctctt tctgccctct 780 
gagaaagtgc tcactgccta tctggattac 84 0 
cggcccacct ccacgaggga gcagatgcag 900 
aacatcacag tgccccagga ccagcggcgc 960 
atttcggagc tgcaggctct ggcgccctcc 102 0 
ctgtcaccat tggagttgag tgactctgag 1080 
cagcaggtgt cagagctcat caaccgcacg 114 0 
tggaacctgg tgcaaaagac aacctcaagc 120 0 
aagctgctgg agaccctcta tggcactaag 1260 
atctccaaca cggatgacgc ccttggcttt 1320 
tttgaccggc aaagcaaaga aattgcagag 1380 
gaggaggccc tgggacagct ggtttggatg 144 0 
aaagcagatg ccatctatga tatgattggt 150 0 
ctggatgatg tttatgacgg gtacgaaatt 1560 
aatttgtaca acttctctgc caaggttatg 1620 
gaccagtgga gcatgacccc ccagacagtg 1680 
atcgtcttcc ccgctggcat cctgcaggcc 1740 
ctgaacttcg gtggcatcgg tgtggtcatg 1800 
caagggcgcg agtatgacaa agaagggaac 1860 
gcagccttcc ggaaccacac ggcctgcatg 1920 
9999agaggc tcaacggccg ccagacgctg 1980 
aaggctgcct acaatgctta caaagcatgg 2040 



20 



ctgagaaagc atggggagga gcagcaactg 
ttcttcgtgg gatttgccca ggtgtggtgc 
gggctggtga ccgaccccca cagccctgcc 
tcccgtgact tcctgcggca cttcggctgc 
ctgtgtgagg tgtggtag 



ccagccgtgg ggctcaccaa ccaccagctc 2100 
tcggtccgca caccagagag ctctcacgag 2160 
cgcttccgcg tgctgggcac tctctccaac 2220 
cctgtcggct cccccatgaa cccagggcag 2280 

2298 



<210> 22 

<211> 1257 

<212> DNA 

<213> Homo sapiens 

<400> 22 

atgccggaga agaggccctt cgagcggctg 
ctttgcctca agcccgactt gctggacttc 
caggtgaggc aggcgactaa tcagattgtg 
gcttcatatg caccagaagg agatgaagaa 
gaagatgaaa aagtcacctt gtctttccct 
aagatagatt ttgttggaga gctgaatgac 
actacccctt ctggagaggt gcgctatgct 
cgaagggctt ttccttgctg ggatgagcgt 
gttgttccta aagacagagt agctttatca 
cctgatgatg aaaatttagt ggaagtgaag 
ctggtggcat ttgttgtggg tgaatatgac 
tgtgtctgtg tttacactcc tgttggcaaa 
gctgctaaaa ccttgccttt ttataacgac 
attgatctca ttgctattgc agactttgca 
acttataggg agactgcatt gcttattgat 
tgggttgctc tggttgtggg acatgaactt 
atggaatggt ggactcatct ttggttaaat 
tgtgtagacc actgcttccc agagtatgat 
acccgtgccc aggagcttga cgccttagat 
catccatctg aggttgatga gatatttgat 
atccgaatgc tgcatgacta cattggggat 



cctgccgatg tctcccccat caactgcagc 60 
accttcgagg gcaagctgga ggccgccgcc 120 
atgaattgtg ctgatattga tattattaca 180 
atacatgcta caggatttaa ctatcagaat 240 
agtactctgc aaacaggtac gggaacctta 300 
aaaatgaaag gtttctatag aagtaagtat 360 
gctgtaacac agtttgaggc tactgatgcc 42 0 
gctatcaaag caacttttga tatctcattg 480 
aacatgaatg taattgaccg gaaaccatac 540 
tttgcccgca cacctgttac atctacatat 600 
tttgtagaaa caaggtcaaa agatggtgtg 660 
gcagaacaag gaaaatttgc attagaggtt 72 0 
tacttcaatg ttccttatcc tctacctaaa 780 
gctggtgcca tggagaactg ggaccttgtt 84 0 
ccaaaaaatt cctgttcttc atcccgccag 900 
gcccatcaat ggtttggaaa tcttgttact 960 
gaaggttttg catcctggat tgaatatctg 1020 
atttggactc agtttgtttc tgctgattac 1080 
aacagccatc ctattgaagt cagtgtgggc 114 0 
gctatatcat atagcaaagg tgcatctgtc 1200 
aaggtaaaaa aaaaaacttt aagtatt 1257 



<210> 23 

<211> 2268 

<212> DNA 

<213> Homo sapiens 

<400> 23 

atgcggcccg ccccgattgc gctgtggctg 
ccccgggctg tggggtgggc cccggtccga 
caggtgtccc agggtaaccg ggaggtcgag 
ctggggccga tcttccctga cgggcagtac 
cagtccctga ccccgcactg gggccaccac 
tggttccagc agcagacgct gcagcggcgg 
ccctggttct ccaagcagtg gtacatgaac 
caggcctgga gtcaggggct gtcaggccag 
atcgagaagg accacccgga cctctgggcc 
aatgactacg acccggaccc ccagccccgc 
acccgctgtg ctggggaggt ggccgcgatg 
gctttcaacg cccgaatcgg aggcgtacgg 
gaggcccagt cgctgagcct gcagccgcag 
cccgaggacg acggccgcac ggtggacggc 
c 9t-99tgtga ccaagggccg cggcgggctg 
99cggcctgc actacgacaa ctgcaactgc 



cgcctggtct tggccctggc ccttgtccgc 60 
gcccccatct atgtcagcag ctgggccgtc 12 0 
cgcctggcac gcaaattcgg cttcgtcaac 180 
tttcacctgc ggcaccgggg cgtggtccag 240 
ctgcacctga agaaaaaccc caaggtgcag 3 00 
gtgaaacgct ctgtcgtggt gcccacggac 360 
agcgaggccc aaccagacct gagcatcctg 42 0 
ggcatcgtgg tctctgtgct ggacgatggc 4 80 
aactacgacc ccctggccag ctatgacttc 54 0 
tacaccccca gcaaagagaa ccggcacggg 600 
gccaacaatg gcttctgtgg tgtgggggtc 660 
atgctggacg gtaccatcac cgatgtcatc 720 
cacatccaca tttacagcgc cagctggggt 780 
cccggcatcc tcacccgcga ggccttccgg 84 0 
ggcacgctct tcatctgggc ctcgggcaac 900 
gacggctaca ccaacagcat ccacacgctt 960 



21 



tccgtgggca gcaccaccca gcagggccgc 
accctcacca ccacctacag cagcggcgtg 
ctgcatcacg ggtgcacaga ccagcacacg 
ggcatgatcg ccctagcgct ggaggccaac 
ctggtggtcc gcgcgtccaa gccggcgcac 
gtggggcgcc aagtgagcca tcactacgga 
gacaccgccc gcacctggct gcccacccag 
agccgcccca cccccatcct gccgctgatc 
ggcctccaca actccatccg ctcgctggag 
agccggcgcg gagacctgga gatctcgctc 
gtggccatac gacccttgga cgtcagcact 
acccacttct gggatgagaa cccacagggc 
tactatttca acacggggac gttgtaccgc 
gacatgacag cgcggcctac aggcccccag 
acagaggggc tgtgccaggc gtgtgacggc 
gcctactgcc ccccgcggtt cttcaaccac 
acggcggcgc ccgcgctgag ggtctgctcc 
ggcggctccc cgagggactg cacctcctgt 
ggctcctgca tgggacccac cacccccgac 
ccccaccacc gctgcccagc ctcggccatg 
ggccccgtcc tctgcggcat gtccatggac 
agggccaccc ccaccaaacc ccaggtctgg 



gtgccctggt acagcgaagc ctgcgcctcc 1020 
gccaccgacc cccagatcgt caccacggac 1080 
ggcacctcgg cctcagcccc actggcggcc 1140 
ccgttcctga cgtggagaga catgcagcac 12 00 
ctgcaggccg aggactggag gaccaacggc 12 60 
tacgggctgc tggacgccgg gctgctggtg 1320 
ccgcagagga agtgcgccgt ccgggtccag 13 80 
tacatcaggg aaaacgtatc ggcctgcgcc 1440 
cacgtgcagg cgcagctgac gctgtcctac 15 00 
accagcccca tgggcacgcg ctccacactc 1560 
gaaggctaca acaactgggt cttcatgtcc 1620 
gtgtggaccc tgggcctaga gaacaagggc 1680 
tacacgctgc tgctctatgg gacggccgag 1740 
gtgaccagca gcgcgtgtgt gcagcgggac 1800 
cccgcctaca tcctgggaca gctctgcctg 1860 
acaaggctgg tgaccgctgg gcctgggcac 1920 
agctgccatg cctcctgcta cacctgccgc 1980 
cccccatcct ccacgctgga ccagcagcag 2040 
agccgccccc ggcttagagc tgccgcctgt 2100 
gtgctgagcc tcctggccgt gaccctcgga 2160 
ctcccactat acgcctggct ctcccgtgcc 2220 
ctgccagctg gaacctga 2268 



<210> 24 

<211> 1176 

<212> DNA 

<213> Homo sapiens 



<400> 24 

ggcccgggca ggcagggtgg gtgcgcaggg 
cccctcaggg ccaggcggcc aggaccccgg 
ggctccagga tccccagcgg ccccccagtc 
gttacttccc tcagcctgtg gccagcggac 
agacaggaag tggccctggc aggtgagcct 
ctcccttatc gccagacact gggttataaa 
ccctggtggt cggaggattt ggaaatgacc 
atggaaaatg agcacgtgtg tggaggggcc 
gcccactgca gccaaggcac caaagagtac 
cccatgaact tcagcagggc cctctgggtc 
tactggggcc gggccttcat catgggtgac 
accttcagtg agtacgtgca gcccatctgc 
gggacgcagt gttgggtgac tggctggagc 
gccaactcca tgctgacccc agagctgcag 
aggtgtgacc ggcattacaa gaagtccttc 
gacatgatct gtgccaccaa ttatggggaa 
ttggcttgtg aagttgaggg cagatggatt 
tgcgtgaagg cacagaatcc aggtgtgtac 
aagaagcaaa tgagcaatgg agccttctca 
ctgtgctggc cgctgcagcc ccagatgggc 



aggcgtagca ctgctcttcc cctccgcgct 60 
agcgagcgga tgggagccgc cacctgtagg 120 
cagggggaac gcagtgcgcc ccgcttcggt 180 
ttcaaggata actggaggat tgccggctcc 240 
gcagaccagc aacagacaca tctgcggagg 3 00 
gaggacacaa ccaatccagt ttgtggtgag 3 60 
cgccattggc cctgggaggt gagcctccgg 42 0 
ctcattgacc ccagctgggt ggtgactgcg 4 80 
tcagtggtgc ttggcacctc caagctgcag 540 
cctgtgaggg acatcattat gcaccccaag 600 
gttgcccttg tccaccttca aacacctgtc 660 
ctcccggagc ccaatttcaa cctgaaggtt 720 
caggttaagc agcgcttttc aggctccaca 780 
gaggctgagg tgtttatcat ggacaacaag 84 0 
ttccccccag ttgtccccct tgtcctgggg 900 
aacttgtgct atggggattc tggagggcca 960 
ctggctgggg tgttgtcctg ggaaaaggcc 102 0 
acccgcatca ccaaatacac caaatggatc 1080 
ggtccctgtg cctctgcctg cctcctgttc 1140 
tcctga 1176 



<210> 25 

<211> 681 

<212> DNA 

<213> Homo sapiens 
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<400> 25 

atcctcaccc cagtgtgtgg ccgaacccct 
gaagggaggt ggccctggca ggtgagcgtg 
accctggtca ccgccacgtg ggtgctgacg 
tacagtgtca agatgggaga tcggagtgtc 
gtccaaagag cttttgtcca ccctaagttc 
gcccttctcc agctccaaca tcctgtgaat 
cctcaggaga atttccaggt ggaaggtagg 
acaccagaac gtggagagaa acttgcatca 
atgtgctatg aggaatgtaa taagataata 
ataataaaag ggatggtctg tggctataaa 
tctgggggcc gcttggcctg tgaatataat 
tggggcatcg gctgtggtcg c 



ctgagaatcg tgggaggagt ggacgcggag 60 
aggaccaaag gcaggcacat ctgcggcggc 12 0 
gcaggccact gcatttccag ccgtttccat 180 
tataatgaaa acacaagtgt ggtggtctca 240 
tcaacagtta caaccattcg aaatgacctt 300 
tttacctcaa acatccagcc tatctgcatc 360 
accaggtgct gggtgaccgg atggggcaaa 4 20 
gaaattcttc aggatgtgga ccaatacatc 4 80 
cagaaggcct tgtcatctac taaggatgta 540 
gaacaaggaa aggattcttg tcaaggagat 6 00 
gacacatggg tccaggtagg gattgtgagc 660 

681 



<210> 26 

<211> 888 

<212> DNA 

<213> Homo sapiens 



<400> 26 

atgggcgcgc gcggggcgct gctgctggcg 
ccggaggcct gcggccaccg ggaaattcac 
cgcgggcgct ggccatggca ggccagcctg 
agcctgctca gccgccgctg ggtgctctcg 
ccctccgagt ggacggtcca gctgggcgag 
cgggcctaca gcagtcgtta caaagtgcag 
gttttacgca atgacattgc cctgctgaga 
atccagccca tttgcatcga gtcttccacc 
gtgaccggct gggggttaat cagccccagt 
cgggaagcac aggtcaccat cttaaacaac 
tctagccgta gtatgatctg ggattccatg 
gacacctgca aaggtgactc aggtggaccc 
caggttggaa tcgtgagctg gggaatggac 
accaacatca gtgtgtactt ccactggatc 
ccaaacccct cccagctgtt gctgctcctt 



ctgctgctgg ctcgggctgg actcgggaag 60 
gcgctggtgg cgggcggagt ggagtccgcg 120 
cgcctgagga gacgccaccg atgtggaggg 180 
gctgcgcact gcttccaaaa gcactactat 240 
ctgacttcca ggccaactcc ttggaacctg 3 00 
gacatcattg tgaaccctga cgcacttggg 360 
ctggcctctt ctgtcaccta caatgcgtac 420 
ttcaacttcg tgcaccggcc ggactgctgg 4 80 
ggcacacctc tgccacctcc ttacaacctc 540 
accaggtgta attacctgtt tgaacagccc 600 
ttttgtgctg gtgctgagga tggcagtgta 660 
ttggtctgtg acaaggatgg actgtggtat 720 
tgcggtcaac ccaatcggcc tggtgtctac 780 
cggagggtga tgtcccacag tacacccagg 84 0 
gccctgctgt gggctccc 888 



<210> 27 

<211> 1887 

<212> DNA 

<213> Homo sapiens 



<400> 27 

atgggcagca cctgggggag ccctggctgg 
gtgctctcgc tctacgcgct gcacgtgaag 
gcgctctgcg acgtgggcac cgccatcagc 
a 9999tttcg ggctggtgga gcatgtgctg 
agcatattcg gttgcatctt ctacacacta 
cgtgcctgtg gacagcgtgg ccccggcccc 
ggcgagtggc cctggcaggc cagtgtgagg 
ctggtggcag acacctgggt cctcactgct 
gaactgaatt cctggtcagt ggtcctgggt 
gccgaagagg tgggggtggc tgccctgcag 
ggctcagacc tggccctgct gcagctcgcc 
ccccagcccg cccatcgctt cccctttgga 
gacaccagtg atgctcctgg gaccctacgc 
acatgtaact gtatctacaa ccagctgcac 



gtgcggctcg ctctttgcct gacgggctta 60 
gcggcgcgcg cccgggaccg ggattaccgc 12 0 
tgttcgcgcg tcttctcctc caggtggggc 180 
ggacaggaca gcatcctcaa tcaatccaac 240 
cagctattgt taggtcttca agccgctcag 300 
cccaagcctc aggagggcaa cacagtccct 360 
aggcaaggag cccacatctg cagcggctcc 420 
gcccactgct ttgaaaaggc agcagcaaca 480 
tctctgcagc gtgagggact cagccctggg 54 0 
ttgcccaggg cctataacca ctacagccag 600 
caccccacga cccacacacc cctctgcctg 660 
gcctcctgct gggccactgg ctgggatcag 720 
aatctgcgcc tgcgtctcat cagtcgcccc 780 
cagcgacacc tgtccaaccc ggcccggcct 840 
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gggatgctat gtgggggccc ccagcctggg 
ggccctgtgc tgtgcctcga gcctgacgga 
gcatcaagct gtgcccagga ggacgctcct 
tcctggctgc aggctcgagt tcagggggca 
gagatgagtg atgaggacag ctgtgtagcc 
gcaggagcac cctccccatg gccctgggag 
tgtggcggag ccctggtgtc agaggaggcg 
cgccaggccc cagaggaatg gagcgtaggg 
aagcagctca tcctgcatgg agcctacacc 
ctgctgctgg cccagcctgt gacactggga 
cctgaccacc acctgcctga tggggagcgt 
gcaggcatca gctccctcca gacagtgccc 
cggctgcatg cagctcctgg gggtgatggc 
agtgctgtgg gtgagctgcc cagctgtgag 
gtgaggggca catggttcct ggccgggctg 
gccaggccgg cggtcttcac cgcgctccct 
tggcaggtct acttcgccga ggaaccagag 
aacataagcc aaccaaccag ctgctga 



gtgcagggcc cctgtcaggg agattccggg 900 
cactgggttc aggctggcat catcagcttt 960 
gtgctgctga ccaacacagc tgctcacagt 1020 
gctttcctgg cccagagccc agagaccccg 1080 
tgtggatcct tgaggacagc aggtccccag 114 0 
gccaggctga tgcaccaggg acagctggcc 1200 
gtgctaactg ctgcccactg cttcattggg 1260 
ctggggacca gaccggagga gtggggcctg 132 0 
caccctgagg ggggctacga catggccctc 1380 
gccagcctgc ggcccctctg cctgccctat 144 0 
ggctgggttc tgggacgggc ccgcccagga 150 0 
gtgaccctcc tggggcctag ggcctgcagc 156 0 
agccctattc tgccggggat ggtgtgtacc 1620 
ggcctgtctg gggcaccact ggtgcatgag 1680 
cacagcttcg gagatgcttg ccaaggcccc 174 0 
gcctatgagg actgggtcag cagtttggac 1800 
cccgaggctg agcctggaag ctgcctggcc 1860 

1887 



<210> 28 
<211> 831 
<212> DNA 

<213> Homo sapiens 
<400> 28 

atgagagctc cgcacctcca cctctccgcc 
ctgccgctgc tgatggcgca actctgggcc 
acgcgcttgg accccgaagc ctatggcgcc 
gtctcgctct tcaacggcct ctcgttccac 
gtgctgacgg ccgcgcactg cggaaacaag 
ctgctgcttc ttcagggcga gcagctccgc 
taccaccagg gctcaggccc catcctgcca 
ctaaagctgg ccaggcccgt agtgccgggg 
cgctgtgctc agcccggaga ccagtgccag 
agagtgaagt acaacaaggg cctgacctgc 
tgtgaggtct tctaccctgg cgtggtcacc 
ggccaggacc cttgccagag tgactctgga 
ggcatcctct cgtggggtgt ttacccctgt 
cagatctgca aatacatgtc ctggatcaat 



gcctctggcg cccgggctct ggcgaagctg 60 
gcagaggcgg cgctgctccc ccaaaacgac 120 
ccgtgcgcgc gcggctcgca gccctggcag 180 
tgcgcgggtg tcctggtgga ccagagttgg 24 0 
ccactgtggg ctcgagtagg ggatgaccac 300 
cggacgactc gctctgttgt ccatcccaag 360 
aggcgaacgg atgagcacga tctcatgttg 420 
ccccgcgtcc gggccctgca gcttccctac 480 
gttgctggct ggggcaccac ggccgcccgg 54 0 
tccagcatca ctatcctgag ccctaaagag 600 
aacaacatga tatgtgctgg actggaccgg 66 0 
ggccccctgg tctgtgacga gaccctccaa 720 
ggctctgccc agcatccagc tgtctacacc 780 
aaagtcatac gctccaactg a 831 



<210> 29 
<211> 858 
<212> DNA 

<213> Homo sapiens 
<400> 29 

aaaacgtaca atgtggccac aggcctgctt 
aacggcttca agtccagaat ggtgagtgcc 
aacacctctg tggaggctca atcttacatt 
tccgaagaac cctattagac atggccgtgg 
cattcagcaa catccactcg gagagaaagc 
acaaaccgcc ccagctcgac agtgacctct 
tcagcaattt caaaatgcct gtctgcctgc 
ggatggcaca gtgggtaacg accaatgggt 
tggaaaagct gagagtggtg cagattagcc 
tgtccaggaa catgatttgt gcttggaacg 



ttccaaactc gtcatggtta ccatttcatg 60 
cgtggcaagt gagtatccag atgtcacgga 12 0 
ggtggtgggt tctgacagcc gcacactgct 18 0 
taaatgtcac tgtggtcatg ggaacgagaa 24 0 
aagtgcagaa ggtcattatt cacaaatatt 3 00 
ctctgcttct acttgccaca ccagtgcaat 360 
aggaggagga gaggacctgg gactggtgtt 42 0 
atgaccaata tgatgactta aacatgcacc 480 
ggaaagaatg tgccaagagg gtaaaccagc 54 0 
aaccaggcac caatgggcag ggcccaggag 60 0 
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aagtaggggg gcctctggtt tgccagaaaa 
ttatcagctg gggtgtgggc tgtggccaga 
ccaattatct gctttggatc gagaggaaga 
agccagactc tgtgtacgct ttgcttctct 
tgatgcttct attatcct 



agaacaaaag cacatggtac cagctgggta 660 
agaacatgcc tggagtgtac accgagttgt 720 
ctgtgctggc agggaagccg tataagtatg 7 80 
caccctgggc catcctgtta ctgtattttg 840 

858 



<210> 30 

<211> 1242 

<212> DNA 

<213> Homo sapiens 



<400> 30 

atggaaaata tgctgctttg gttgatattt 
tctgaaatgg aatgggattt tatgtggcac 
aggactttcc atctcaccag ccccgcattt 
gtgtgtggca tcgaatgcca gaaagaactc 
tatctttcct atgagactgt ctttgagaat 
caagatttgg ttcttgagcc gactcaaaat 
aagagacagg tgtatggcac cgacagcagg 
aatttccctt tcagcacagc tgtgaagctt 
cctcagcatg ttctaactgc tgcccactgt 
agtaaaaagc taagggtagg gttgttgaag 
cgaggttcta agaggagcag gagagaagct 
gagcatctgc cggagagagc gaagggtggg 
aggattgccg aagggaggcc ttcctttcag 
aagggctggg cacgaggagg catgggggac 
gagctgaagc gtgctcacaa aaagaaatac 
aaaatgcctg gtggaatgat ccacttctca 
gtctatcggt tttgcagtgt gtccgacgaa 
gctgagtcgg gctccaccgg ttcgggggtc 
aattggaagc gcaaaatcat tgcggtctac 
gttcagaagg actacaacgt tgctgttcgc 
ctctggattc acgggaacga tgccaattgt 



ttcacccctg ggtggaccct cattgatgga 6 0 
ttgagaaagg taccccggat tgtcagtgaa 12 0 
gaggcagatg ctaagatgat ggtaaataca 180 
ccaactccca gcctttctga attggaggat 240 
ggcacccgaa ccttaaccag ggtgaaagtt 3 00 
atcaccacaa agggagtatc tgttaggaga 360 
ttcagcatct tggacaaaag gttcttaacc 420 
tccacgggct gtagtggcat tctcatttcc 480 
gttcatgatg gaaaggacta tgtcaaaggg 54 0 
atgaggaata aaagtggagg caagaaacgt 6 00 
agtggtggtg accaaagaga gggtaccaga 660 
agaagaagaa aaaaatctgg ccggggtcag 720 
tggacccggg tcaagaatac ccacattccg 780 
gctaccttgg actatgacta tgctcttctg 840 
atggaacttg gaatcagccc aacgatcaag 900 
ggatttgata acgatagggc tgatcagttg 960 
tccaatgatc tcctttacca atactgcgat 1020 
tatctgcgtc tgaaagatcc agacaaaaag 1080 
tcagggcacc agtgggtgga tgtccacggg 114 0 
atcactcccc taaaatacgc ccagatttgc 1200 
gcttacggct aa 1242 



<210> 31 
<211> 963 
<212> DNA 

<213> Homo sapiens 



<400> 31 

atgggggacc cagaaggaag cgcagagtgg 
agaaatttat taacagtgga tgggataagt 
aagggtcctg cctcacctgg attctctcac 
ccctcctcca caatgtggct tctcctcact 
caggatggtg acaagttgct ggaaggtgac 
gtggctctct acgagcgtgg acgctttaac 
gtgctgtctg cggcccactg ccaaagccgc 
ctgcgcaagc gcgatggccc agagcaacta 
cgctacgaag cgcgcagcca ccgcaacgac 
cgcctgaacc cccaggtgcg ccccgcggtg 
gcctgtgtgg tgtctggctg gggcctggtg 
ccccggtcac aagtgagtct cccagatacg 
gacacatctt gtgacaagag ctacccaggg 
gcggagggca gaggcgcaga atcctgtgag 
ggcatcctgc agggcattgt gtcctggggt 



ggttggggga aggggatacc ggtggtcaga 60 
ctgtgtctgg agggatcctg gtggaggcag 120 
tccctcccca gactgcagcc gaaccctggt 180 
ctctccttcc tgctggcatc cacagcagcc 240 
gagtgtgcac cccactccca gccatggcaa 3 00 
tgtggcgctt ccctcatctc cccacactgg 360 
ttcatgagag tgcgcctggg agagcacaac 42 0 
cggaccacgt ctcgggtcat tccacacccg 480 
atcatgttgc tgcgcctagt ccagcccgca 54 0 
ctacccacgc gttgccccca cccgggggag 600 
tcccacaacg agcctgggac cgctgggagc 660 
ttgcattgtg ccaacatcag cattatctcg 720 
cgcctgacaa acaccatggt gtgtgcaggc 780 
ggtgactctg ggggacccct ggtctgtggg 84 0 
gacgtccctt gtgacaacac caccaagcct 900 
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ggtgtctata ccaaagtctg ccactacttg gagtggatca gggaaaccat gaagaggaac 960 
tga 963 



<210> 32 
<211> 987 
<212> DNA 

<213> Homo sapiens 
<400> 32 

atgggccctg ctggctgtgc cttcacgctg 
caacctgtat actccagccg cgttgtaggt 
tggcaggtca gcctacactt tgaccacaac 
aggttgatac tgacagcagc acactgcata 
gtgtggctag gatcgattac agtaggtgac 
aaaatcgtca tccatcccaa gtaccaagat 
tcctctcaag tcaccttcac ttctgccatc 
cagttggcaa ttccaccctt ttgttgggtg 
gatagagatt accattctgc ccttcaggaa 
tgtgaacagc tctacaatcc catcggtatc 
gaagacaaga tttgtgctgg tgatactcaa 
ggagggcctc tgtcgtgtca cattgatggt 
ggattagaat gtggtaaatc tcttcctgga 
tggattaatg ccactatttc aagagccaac 
attgtcctac tctctctggc tctcctgcgt 
cacagagtag gcactgtagc tgaagctgtt 
tggagattta gtcccagggg cagataa 



ctccttctgc tggggatctc agtgtgtggg 6 0 
ggccaggatg ctgctgcagg gcgctggcct 120 
tttatctgtg gaggttccct cgtcagtgag 180 
caaccgacct ggactacttt ttcatatact 240 
tcaaggaaac gtgtgaagta ctacgtgtcc 300 
acaacggcag acgtcgcctt gttgaaactg 360 
ctgcctattt gcttgcccag tgtcacaaag 420 
accggatggg gaaaagttaa ggaaagttca 4 80 
gcagaagtac ccattattga ccgccaggct 540 
ttcttgccag cactggagcc agtcatcaag 600 
aacatgaagg atagttgcaa gggtgattct 660 
gtatggatcc agacaggagt agtaagctgg 72 0 
gtctacacca atgtaatcta ctaccaaaaa 780 
aatctagact tctctgactt cttgttccct 840 
ccctcctgtg cctttggacc taacactata 900 
gcttgcatac agggctggga agagaatgca 960 

987 



<210> 33 
<211> 1278 
<212> DNA 

<213> Homo sapiens 
<400> 33 

atgatgtacg cacctgttga attttcagaa 
aagcagcaat tttgggactc agtacggcta 
ataggaattg caattggtat tgttactcat 
taccttgcct cttttaaagt cacaaatatc 
tcaagagagt ttatagaaag gagtcatcag 
cattcttctg taggcggtcg atttatcaaa 
caaggtgtgg atattcttat agtgctcata 
caaatcaaga aaaaaattga aaaggcttta 
ttgaccataa acaaaccatc atttagactc 
aacatgccat taccagcatc ctcttctact 
atggaagggg aatggccatg gcaggccagc 
ggagccagcc tcatcagtaa cacatggctg 
aaagacccaa ctcaatggat tgctactttt 
cgaaatgtga ggaaaattat tcttcatgag 
attgctttgg ttcagctctc tactggagtt 
ctcccagact catctataaa gttgccacct 
tccattgtag atgatggacc tatacaaaat 
agcactgatg tgtgtaacag aaaggatgtg 
tgtgctggat tcatggaagg aaaaatagat 
gtttatgata atcatgacat ctggtacatt 
gcacttccca aaaaacctgg agtctacacc 
tcaaagactg gtatgtag 



gctgaattct cacgagctga atatcaaaga 60 
gctcttttca cattagcaat tgtagcaatc 120 
tttgttgttg aggatgataa gtctttctat 180 
aaatataaag aaaattatgg cataagatct 240 
attgaaagaa tgatgtctag gatatttcga 300 
tctcatgtta tcaaattaag tccagatgaa 360 
tttcgatacc catctactga tagtgctgaa 420 
tatcaaagtt tgaagaccaa acaattgtct 480 
acacgctgtg gaataaggat gacatcttca 540 
caaagaattg tccaaggaag ggaaacagct 600 
ctccagctca tagggtcagg ccatcagtgt 660 
ctcacagcag ctcactgctt ttggaaaaat 72 0 
ggtgcaacta taacaccacc cgcagtgaaa 780 
aattaccata gagaaacaaa tgaaaatgac 84 0 
gagttttcaa atatagtcca gagagtttgc 900 
aaaacaagtg tgttcgtcac aggatttgga 960 
acacttcggc aagccagagt ggaaaccata 102 0 
tatgatggcc tgataactcc aggaatgtta 1080 
gcatgtaagg gagattctgg tggacctctg 1140 
gtaggtatag taagttgggg acaatcatgt 1200 
agagtaacta agtatcgaga ttggattgcc 1260 

1278 
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<210> 34 
<211> 666 
<212> DNA 

<213> Homo sapiens 
<400> 34 

agaatagcag agggtctgga tgctgaggaa 
cagaacaatg tctaccgacg cggagccaca 
gctcactgct tcataagggt ccatgatccc 
caaacacagt caaatatcaa gaatgttata 
gataatgaca ttgctgttgt gcatctatct 
aaagcatgtc ttccagatgt taattatata 
gcatggggat catttaaacc tttacgaaca 
aagattatag ataataggac ctgcaacaat 
ggaatgttgt gtgccgggtt cctggagcca 
ggaccactgg ttggtacaga ttctaaaggc 
aaagctggag taaatgaacg tgctcttcca 
tactat 



ggagaatggc cctggcaagc tagccttcca 60 
tggcttagta acagctggct tatcactgct 120 
aaagaatgga atgttatttt aagtaaccca 180 
attcaagaaa actaccatta ccctgcacac 240 
tcaccagtgt tatatacaag caacatccaa 300 
ttcctataca attcagaagc agtggttact 360 
acttctaatg tactccacaa gggattagtg 420 
ggggaggcag atggcagagt catcacatct 4 80 
cgtgtggatg cctgccaggg tgactctggt 54 0 
atccttgcta aaggttccct gctggtattg 600 
aacaagccta gtgtctacac tcaagtgaca 660 

666 



<210> 35 

<211> 2847 

<212> DNA 

<213> Homo sapiens 



<400> 35 

atggtcagca aggggggagt tgctgcagag 
agaggcccca acaccctcac aggtccgggc 
ggcatggagt ttccgggatg cagcggtgaa 
cgggaggggg cgggcagagg caagagggct 
tcagcagagg ggcctgcggc ggggtggacg 
gaggataaaa atgagcgggc agatgaagag 
ctcccaatag acagcaaaca cctgaaaccg 
gagctgggcg agggggctgg agcaggcaca 
tctatggcct tcaagggacc tgcggctggt 
agggccaaga agggcattgg ctgggatgtc 
ttctcagacc tccccccgcc cctgcaggtc 
gtgcaggtgg ggcagctgag gctctatgag 
gtccgtcacc cccagtacaa cgagagcctg 
ctgaagctgg aggccccggt gccgctgtct 
gcctccctgg acgtgccctc ggggaagacc 
cgtggagaac tactgccctg gcccctcagc 
aacgtcctct gtaaccagac ctgtcgccgc 
gagcggctca tcaaggacga catgctgtgt 
ggcgacaacg ggggccccct cctgtgcagg 
9 t 9 a 9 ct 999 gcaaactctg cggccttcgc 
agctacgtgt cctggatccg ccagccatgc 
agatttgtgc tccccccaaa tccagatgtt 
ggagcgccgc tgcccccggc ccccgacctg 
cgagcttgcg agaggatgta tcacaaaggc 
aaggctgcca tgccgtgtgc agggaggaag 
acggaggacc tcaccccaac cacacccaac 
ctgagccagc cggaggacat ctggccagag 
atgctgctgc tgctgctgtt cctggctgtc 
ccagctcccg tccccgagaa tgacctggtg 
gaagtggtcg tggcagtggg tgctgaccgc 
cccgtccacc taccggattc acaccaggga 



ccagagccac actattgtga ggacagtgaa 60 
agccttccta gaggaggtgg cattgaggtg 12 0 
gggtgcgtga agccccatga ggaggcggcc 180 
gtgccgggac ccaagcgacg gcagcagggg 24 0 
ctggagcagg agaccagggg agatgtctta 3 00 
atactcaggc tggcaccagg gaaaggcagg 3 60 
gtgatcagca gcttcccggt aagatctcag 420 
ctaagaggca aaatggcaga gtttaactgg 4 80 
catgaagagc gcctcaactc tgtgtccagc 54 0 
gctgctgctt ctcttcgtgg tgttgaccat 600 
agggaggagt tggaggcttg cgcgtttaga 660 
gacgaccagc ggacgaaggt ggttgagatc 720 
tctgcccagg gcggtgcgga catcgccctg 780 
gagctcatcc acccggtctc gctcccgtct 840 
tgctgggtga ccggctgggg tgtcattgga 900 
ttgtgggagg cgacggtgaa ggtcaggagc 960 
cgctttcctt ccaaccacac tgagcggttt 1020 
gccggggacg ggaaccacgg ctcctggcca 1080 
cggaattgca cctgggtcca ggtggaggtg 1140 
ggctatcccg gcatgtacac ccgcgtgacg 1200 
ccctcagctc agacccctgc tgtggtccga 1260 
gaagccctaa ctcccagtgt gatgggatca 132 0 
caagaggccg aggtccccat catgaggacc 1380 
cccactgccc acggccaggt caccatcatc 1440 
gggcagggtt cctgccaggc cgctctgagg 1500 
acggaggtgt ctccacgtgc agaccccagg 156 0 
tgggcttggc cagttgtggt gggcaccacc 162 0 
tcctccctgg ggagctgtag cactgggagt 168 0 
ggcattgtgg ggggccacaa caccccaggg 174 0 
cgctcactgc attttccgga aggacaccga 1800 
tgtgtatctg tacgggggcc gggggctgct 1860 
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gaatgtcagc cagatcgtcg tccacccaac 
gccctgctga agctggccac cagttccctg 
acaggctggg gcatggtcgg cttgttggat 
gtgaaggtcc tcacactgag caatgcagac 
ggtgctggag acagaaagtt catccaggat 
cgcacctgga agggtgactc aggcggcccc 
caggcgggag tagtgagctg gggattttac 
cgcccagaga ccagctggca gggtgccaac 
gtgccaacca tgcagaggcc cagagacatg 
ttcacccacg tcacctgcta cccgacggcc 
tacctgatgg ctgtccccag caccctcacc 
aggcccttca cccatgtcac ctgctacctg 
acctgctaca tgatggccgt ccccaggccc 
gtccccagca cccttaccca cgtcacctgc 
cacatcacct gctacacgat ggccatcccc 
cggccatccc cagcaccctc acccacgtca 
tcacccatgt cacctgctac acgatag 



tactctgtct tcttcctggg ggcagacatc 1920 
gagttcactg acagtgacaa ctgctggaac 1980 
atgctgccgc ctccttaccg cccgcagcag 2040 
tgtgagcggc agacctacga tgcttttcct 2100 
gacatgatct gtgccggccg cacgggccgc 2160 
ctggtctgca agaagaaggg tacctggctc 222 0 
agtgatcggc ccagcattgg cgtctacaca 2280 
catgcagacg cccagagacc agctggcagg 234 0 
ggccagggcc aggagtgggt ctgcaggccc 2400 
atccccaggc ccttcaccca tgtcacctgc 2460 
cacgtcacct gctacccgac ggccgtcccc 2520 
atggctgtcc ccagcaccct cacccacatc 2580 
tttacccaca tcacctgcta cccaatggct 2640 
cacccgacgg ccatccccag gcccttcacc 2700 
aggccttcaa ccacgccacc tgctacacga 2760 
cctgctacac gatggccgtc cccaggccca 2820 

2847 



<210> 36 
<211> 1059 
<212> DNA 

<213> Homo sapiens 
<400> 36 

atgctcctgt tctcagtgtt gctgctcctg 
cggactcctc tcccagaggc tggagtggct 
cctcagcccc ctcatccccc cagcccagtc 
ggaagaactc ggtattccag aatcacaggg 
tggcaggtga gtattcaggt aagaagtgaa 
tggtggattc tcactgcggc tcactgctta 
agtgtcgtgc tggggaccaa cgacttaact 
agcatcattc ttcacaaaga ctttaagaga 
ctgctggctt cgcccatcaa gctcgatgac 
cccggccctg ccacatggcg cgaatgctgg 
gacaaaaact ctgtgaaaac ggatctgatg 
gagtgttcaa agatgtttcc aaaacttacc 
gagagctatg atgcctgcaa gggtgacagt 
ggtgagaagt ggtaccaggt gggcatcatc 
accccaggga tatacacctc gttggtgaac 
ctagagggca ggcccttcaa tgcagagaaa 
ggctccccag tctcgggagt cccagagcca 
cccctgtccc atgtgttgtt cagagctatt 



tccctggtca cgagaactca gctcggtcca 60 
atcctaggca gggctagggg agcccaccgc 120 
agtgaatgtg gtgacagatc tattttcgag 180. 
gggatggagg cggaggtggg tgagtttccg 240 
cctttctgtg gcggctccat cctcaacaag 3 00 
tattccgagg agctgtttcc agaagaactg 3 60 
agcccatcca tggaaataaa ggaggtcgcc 420 
gccaacatgg acaatgacat tgccttgctg 4 80 
ctgaaggtgc ccatctgcct ccccacgcag 540 
gtggcaggtt ggggccagac caatgctgct 600 
aaagcgccaa tggtcatcat ggactgggag 660 
aaaaatatgc tgtgtgccgg atacaagaat 72 0 
ggggggcctc tggtctgcac cccagagcct 780 
agctggggaa agagctgtgg agagaagaac 84 0 
tacaacctct ggatcgagaa agtgacccag 900 
aggaggactt ctgtcaaaca gaaacctatg 960 
ggcagcccca gatcctggct cctgctctgt 1020 
ttgtactga 1059 



<210> 37 

<211> 792 

<212> DNA 

<213> Homo sapiens 

<400> 37 

atggcttccc tctggctcct ctcctgcttc 
gtccccgcca tccaccctgt gctcagcggc 
gtccccggct cctggccctg gcaggtgtcc 
gggggctccc tcatcagcga ggactgggtg 
tccgacgtgg tcgtggctgg ggagtttgac 
ctgaagatcg ccaaggtctt caagaacccc 
atcaccctgc tgaagctggc cacacctgcc 



tcccttgtgg gggccgcctt tggctgcggg 60 
ctgtccagga tcgtgaatgg ggaggacgcc 120 
ctgcaggaca aaaccggctt ccacttctgc 180 
gtcaccgctg cccactgcgg ggtcaggacc 24 0 
cagggctctg acgaggagaa catccaggtc 3 00 
aagttcagca ttctgaccgt gaacaatgac 360 
cgcttctccc agacagtgtc cgccgtgtgc 420 
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ctgcccagcg ccgacgacga cttccccgcg 
aagaccaagt acaacgccaa caagacccct 
ctgtccaatg ccgaatgcaa gaagtcctgg 
gccggggcca gtggcgtctc ctcctgcatg 
aaggacggag cctggaccct ggtgggcatt 
accacgcccg ctgtgtacgc ccgtgtcacc 
gccgccaact ga 



gggacactgt gtgccaccac aggctggggc 4 80 
gacaagctgc agcaggcagc cctgcccctc 54 0 
ggcaggagga tcaccgacgt gatgatctgt 600 
ggtgactctg gaggccccct ggtctgccag 660 
gtgtcctggg gcagccgcac ctgctctacc 72 0 
aagctcatac cctgggtgca gaagatcctg 78 0 

792 



<210> 38 
<211> 3387 
<212> DNA 

<213> Homo sapiens 
<400> 38 

atggagccca ctgtggctga cgtacacctc 
ctggatgccg cgtgctgtcg agcggccagc 
ctcaccctgg gagtcctttt gggaggaatg 
gcaacactcc ctgggaaggt ctacagcgtc 
ccagaaggaa gaaattccga acacatccga 
atctttaaga aatgtaacac tcagcccttc 
acggccgagc tgcggggaat ccggtggacc 
caccgcacgc tgacgcccac cctggaggca 
acgctgagcc tgggcctgga ggaggagcta 
gagcacggca tctccctggc tgcctatggc 
cataagggac ccttggcaga aagagacttc 
tcctgcggga acagccagtg tgtgaccaag 
tgctccgatg ggtccgacga ggcgcactgc 
gccggcagga tcgtgggcgg catggaagca 
cttcgagaga acaaggagca cttctgtggg 
tctgctgctc actgcttcaa tgagttccaa 
gcgacctacc tcagcggctc ggaggccagc 
aagcaccccc tgtacaacgc ggacacggcc 
agccctctgc ctttcggccg gcacatccag 
ttcccaccca gcaagaagtg cctgatctca 
aagcatcttc ctcggcctgc aatggtcaag 
ctgctggacc aggcactgtg tgccagcttg 
tgcgctggct acctggacgg gaaggtggac 
gtctgcgagg agccctctgg ccggttcttt 
tgtgcggaag cccggcgtcc aggggtctat 
ctggaggcca ccaccaaagc cagcatgcct 
gcccccagca cagcctggcc caccagtcct 
tcgatgcagg ccctcagtac cgtgcctctt 
tgtggggcca ggcctgcaat ggagaagccc 
tccggggagg tgccctggca ggtcagcctg 
actgtggtgg gggaccgctg gctgctgtct 
gagcaggttc gggcccacct gggcactgcg 
aagatcgggc tgcggcgggt agtgctgcac 
gacctggctg tcctggagct ggccagcccc 
tgcctgcccc tggccatcca gaagttccct 
ggaaatacgc aggaaggaaa tgccaccaag 
atcatagacc agaaaacctg tagtgtgctc 
tgcgcaggct tcctggaagg caaagtcgac 
gcctgcgagg aggcccctgg cgtgttttat 
tgcgctcagg ttaagaagcc gggcgtgtac 
ctggagatca tgtcctccca gccccttccc 
gccaccacca gccccaggac gacagctggc 
cccacccctg gggctgccag cagggtgacg 



gtgcccagga caaccaagga agtccccgct 60 
attggcgtgg tggccaccag ccttgtcgtc 120 
aacaactcca gacacgctgc cttaagagct 180 
actcctgaag caagcaagac cacgaaccca 24 0 
acatcagcaa gaacaaactc cggacacacc 3 00 
ctctctacac agggcttcca cgtggaccac 360 
agcagtttgc ggcgggagac ctcggactat 420 
ctgctgcact ttctgctgcg acccctccag 480 
ttgcagcgag ggatccgggc aaggctgcgg 540 
acaattgtgt cggctgagct cacagggaga 600 
aaatcaggcc gctgtccagg gaactccttt 660 
gtgaacccgg agtgtgacga ccaggaggac 720 
gagtgtggct tgcagcctgc ctggaggatg 780 
tccccggggg agtttccgtg gcaagccagc 84 0 
gccgccatca tcaacgccag gtggctggtg 900 
gacccgacga agtgggtggc ctacgtgggt 960 
accgtgcggg cccaggtggt ccagatcgtc 102 0 
gactttgacg tggctgtgct ggagctgacc 1080 
cccgtgtgcc tcccggctgc cacacacatc 1140 
ggctggggct acctcaagga ggacttccgt 1200 
ccagaggtgc tgcagaaagc cactgtggag 1260 
tacggccatt cactcactga caggatggtg 1320 
tcctgccagg gtgactcagg aggacccctg 1380 
ctggctggca tcgtgagctg gggaatcggg 144 0 
gcccgagtca ccaggctacg tgactggatc 1500 
ctggccccca ccatggctcc tgcccctgcc 1560 
gagagccctg tggtcagcac ccccaccaaa 1620 
gactgggtca ccgttcctaa gctacaagaa 1680 
acccgggtcg tgggcgggtt cggagctgcc 174 0 
aaggaagggt cccggcactt ctgcggagca 1800 
gccgcccact gcttcaacca cacgaaggtg 1860 
tccctcctgg gcctgggcgg gagcccggtg 192 0 
cccctctaca accctggcat cctggacttc 1980 
ctggccttca acaaatacat ccagcctgtc 204 0 
gtgggccgga agtgcatgat ctccggatgg 2100 
cccgagctcc tgcagaaggc gtccgtgggc 2160 
tacaacttct ccctcacaga ccgcatgatc 2220 
tcctgccagg gtgactctgg gggccccctg 2280 
ctggcaggga tcgtgagctg gggtattggc 234 0 
acgcgcatca ccaggctaaa gggctggatc 2400 
atgtctcccc cctcgaccac aaggatgctg 2460 
ctcacagtcc cgggggccac acccagcaga 252 0 
ggccaacctg ccaactcaac cttatctgcc 2580 
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gtgagcacca ctgctagggg acagacgcca 
acccagctac cagactgtgg cctggcgccg 
gcagcgggcc gtggggagtg gccgtggcag 
cgttgcgggg ccgtgctggt ggcagagagg 
gtctacgggg accccaagca gtgggcggcc 
gaggggcagc tggagcgcgt ggcgcgcatc 
ctcgactacg acgtggcgct gctggagctg 
cgtcccatct gcctgcccga gcccgcgccg 
accggctggg gctcggtgcg cgaaggaggc 
gtgcgcctcc tcagcgagca gacctgccgc 
atgctgtgtg ccggcttccc gcagggtggc 
cccctggcct gcagggagcc ctctggacgg 
tatggctgtg gccggcccca cttcccaggt 
tggataggac agcacatcca ggagtga 



tttccagacg ccccggaggc caccacacac 2640 
gccgcgctca ccaggattgt gggcggcagc 2700 
gtgagcctgt ggctgcggcg ccgggaacac 2760 
tggctgctgt cggcggcgca ctgcttcgac 2820 
ttcctaggca cgccgttcct gagcggcgcg 2880 
tacaagcacc cgttctacaa tctctacacg 2940 
gcggggccgg tgcgtcgcag ccgcctggtg 3 000 
cgacccccgg acggcacgcg ctgcgtcatc 3 06 0 
tccatggcgc ggcagctgca gaaggcggcc 3120 
cgcttctacc cagtgcagat cagcagccgc 3180 
gtggacagct gctcgggtga cgctggggga 324 0 
tgggtgctaa ctggggtcac tagctggggc 3300 
gtctataccc gggtggcagc tgtgagaggc 3 3 60 

3387 



<210> 39 
<211> 762 
<212> DNA 

<213> Homo sapiens 
<400> 39 

atggcaagat cccttctcct gcccctgcag 
gcaggagaag aagcccaggg tgacaagatt 
cacccatggc aggtggccct gctcagtggc 
aatgagcgct gggtgctcac tgccgcccac 
ggcagtgata cgctgggcga caggagagct 
caccccggct actccacaca gacccatgtt 
caggccaggc tgtcatccat ggtgaagaaa 
ggaaccacct gtactgtctc cggctggggc 
tctgacctca tgtgcgtgga tgtcaagctc 
aaggacttac tggaaaattc catgctgtgc 
tgcaatggtg actcaggggg accgttggtg 
tggggaactt tcccttgcgg ccaacccaat 
ttcaccaagt ggataaatga caccatgaaa 



atcctactgc tatccttagc cttggaaact 60 
attgatggcg ccccatgtgc aagaggctcc 120 
aatcagctcc actgcggagg cgtcctggtc 180 
tgcaagatga atgagtacac cgtgcacctg 240 
cagaggatca aggcctcgaa gtcattccgc 3 00 
aatgacctca tgctcgtgaa gctcaatagc 360 
gtcaggctgc cctcccgctg cgaaccccct 420 
actaccacga gcccagatgt gacctttccc 480 
atctcccccc aggactgcac gaaggtttac 540 
gctggcatcc ccgactccaa gaaaaacgcc 600 
tgcagaggta ccctgcaagg tctggtgtcc 660 
gacccaggag tctacactca agtgtgcaag 72 0 
aagcatcgct aa 762 



<210> 40 
<211> 816 
<212> DNA 

<213> Homo sapiens 
<400> 40 

gtctccacag tgtgtgggaa gcctaaggtg 
gcagctggcc agtggccatg gcaggccagc 
gctgtcctca tcgactcctg ctggctggta 
caggccccga agaactatca ggttctgttg 
cacacccaga agatgtctgt gcaccggatc 
ccctttggga gtgacattgc catgttgcag 
attgtccctg tctgcctccc atcccgggac 
ataaccggct ggggaatgct caccgaagac 
tatctccagg agggcaaggt gggcctcatt 
caaagaactg caaaggcgag acctaagctt 
ttctcgacag gaaagtccat ctgcaaaggc 
cccagtgcct gggtcctggt ggggctggcc 
taccccagca tcttcaccag ggtcacctac 
ctcactcctc tttctgaccc cgcgctggct 



gtggggaaga tctatggtgg ccgggacgca 60 
ctgctctact ggggctcgca cctctgtgga 12 0 
tcaactaccc actgctttct caacaaatcc 180 
ggaaacatcc aactgtatca tcaaacccag 24 0 
atcacccatc cagactttga gaagctccac 300 
ctgcacctgc ctatgaactt cacttcctac 360 
atgcagctgc ccagtaacgt gtcctgttgg 420 
cataagaggg tgcaactgtc accacccttc 480 
gagaacacac tctgtaatac cttatatggg 54 0 
tgcacgagga gatgctgtgt gggggggtac 600 
gattctgggg ggcctctagt ctgctacctc 660 
agctggggcc tggactgccg gcatcctgcc 72 0 
ttcatcaact ggattgacga aatcatgagg 780 
cctcac 816 
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<210> 41 

<211> 1737 

<212> DNA 

<213> Homo sapiens 

<400> 41 

atgctgctgg ctgtgctgct gctgctaccc 
ccactgtaca cacgcctgcc ccccagcgcc 
gagactgtgt tgggccgcaa cctagactac 
ccgagcactg ccaatgtgac gcgggcccac 
cccggggcct ggccctggct ggtgaggctg 
gtcctggtag cggcctcctg ggtgctcacg 
acccgcagcg ccccgaatga gcttctgtgg 
gagcaagcgg aggaggtgcc agtgaaccgc 
accttccaca acgacctggc cctggtgcag 
gcgcgccccg tgtgcctgcc ccaggagccc 
atcgcgggct ggggcgccct cttcgaagac 
cgtgttcccc tgctcagcac cgacacctgc 
agcaccatgc tctgcgccgg gtacctggcg 
ggaggccccc tgacctgttc tgagcctggc 
acctcctggg gggacggctg cggggagcca 
gtgttcaagg actggctcca ggagcagatg 
tgcagggagc ttctggcctg ggaccccccc 
tgcgccttct atgcccgcct gtgcccgggg 
cagcagtgcc tgcagcgccg gcggcgatgc 
ggcctgctgc ggaacgcgca ggagctgctc 
cccgccctgg ctctccccgc tccagcgctc 
ctgcggcttc actcaggatc gcgggctgca 
ccgcgcggag aagccaacgg ctgccctggg 
ctgcaggggg cccatgcctg gatcctgcag 
catgaggtcc tggcagatct gggctccaag 
cgggcaggct tggggggccg gcatgtggcc 
acactggctc gcagcctccc ccggctgctg 
gccctggcag aaggggagcc cgagggaccc 
gagaggaagg ggcaccaccc actcaaccct 



ctcccaagct catggtttgc ccacgggcac 60 
ctgcaagtct tcactctcct cttgggggca 120 
gtttgtgaag ggccgtgcgg cgagaggcgt 180 
ggccgcatcg tggggggcag cgcggcgccg 24 0 
cagctcggcg ggcagcctct gtgcggcggc 3 00 
gcagcgcact gctttgtagg ctgccgctcg 360 
actgtgacgc tggcagaggg gtcccggggg 42 0 
atcctgcccc accccaagtt tgacccgcgg 480 
ctgtggacgc cggtgagccc ggggggatcg 54 0 
caggagcccc ctgccggaac cgcctgcgcc 60 0 
gggcctgagg ctgaagcagt gagagaggcc 660 
cgaagagccc tggggcccgg gctgcgcccc 720 
99999^9ttg actcgtgcca gggtgactcg 780 
ccccgcccta gagaggtcct gttcggagtc 84 0 
gggaagcccg gggtctacac ccgcgtggca 90 0 
agcgcagcct cctccagccg cgagcccagc 960 
caggagctgc aggcagacgc cgcccggctc 1020 
tcccagggcg cctgtgcgcg cctggcgcac 1080 
gagctgcgct cgctggcgca cacgctgctg 114 0 
gggcctcgtc cgggactgcg gcgcctggcc 1200 
agggagtctc ctctgcaccc cgcccgggag 12 60 
ggcactcggt tcccgaagcg gaggccggag 1320 
ctggagcccc tgcgacagaa gttggctgcc 1380 
gtcccctcgg agcacctggc catgaacttt 1440 
acactgaccg ggcttttcag agcctgggtg 1500 
ttcagcggcc tggtgggcct ggagccggcc 1560 
gtgcaggccc tgcaggcctt ccgcgtggct 1620 
tggatggatg tagggcaggg gcccgggctg 16 80 
caggtacccc ccgccaggca accctga 1737 



<210> 42 

<211> 2913 

<212>* DNA 

<213> Homo sapiens 

<400> 42 

atgagtcctg atattgcact gctgtatcta 
cagccaatct gtcttcctga cagcgatgat 
a 9tggatggg gcaagatttc caaaacatca 
cttcccatca tggatgacag agcgtgtaat 
ctgggaagga ccatgctgtg tgctggcttc 
gactctggag gaccactggt ttgtagaaga 
acttcctggg tagctggttg tgctggaggt 
gcatcacttg gcattttctc caaagtgtct 
ttcacaggtt tggatcgggg ccaacccctc 
gccctgagtt ctgtccaaga agtgaatgga 
tttacaagtt tagacatgga aaagcaagtt 
tcaagcagtg gagtgctttt tagtaaggtc 
gcagagacca gtgaggccat ggttccattt 
tttgagctta ccgttactgc tgtacagaag 



aaacacaaag tcaagtttgg aaatgctgtt 60 
aaagttgaac caggaattct ttgcttatcc 12 0 
gaatattcaa atgtcctaca agaaatggaa 18 0 
actgtgctca agagcatgaa cctccctccc 24 0 
cctgattggg gaatggacgc ctgccagggg 30 0 
ggtggtggaa tctggattct tgctgggata 360 
tcagttcccg taagaaacaa ccatgtgaag 420 
gagttgatgg attttatcac tcaaaacctg 480 
tcaaaagtgg gctcaaggta tataacaaag 54 0 
agccagagag ataaaataat cctgataaaa 600 
ggatgtgatc atgactatgt atctttacga 660 
tgtggaaaaa tattgccttc accattgctg 720 
gtttctgata cagaagacag tggcagtggc 780 
tcagaagcag ggtcaggttg tgggagtctg 84 0 
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gctatattgg tagaagaagg gacaaatcac 
aacacaaggt gtcattggtt catttgtgct 
gaggactttg ctgtcaaatt tagtccaaac 
gattctgaag aaaagcacaa gttagctaaa 
ttcagttcta gtaacatgac ggtgatatac 
ggcttcaagg ccagatttac cattttgccc 
ttacctcccc aaaacaatcc tgtatctacc 
atccctccat ttagtcccca gtggctttcc 
ccccactgtt ggccatggca ggtgggtctg 
gccatcatca acccagtgtg gattctgacc 
ccactctcct ggactattat tgctggggac 
caggtgagaa gggccaaaca cataatagtg 
tctgacattg ccctaataca actaagctct 
gtatgtctcc cacacagcgc agagcctcta 
tggggaagca tcagtgcaga gctctctctg 
agtcgcctac agcagattca agtgcatgtg 
tattctgccc atccaggagg gatcacagag 
ggagagaaag atttctgcca gggagactct 
ggtccctttg tcctctatgg cattgtcagc 
ccgggtgtat ttgccagagt gatgatcttc 
aaattgtttt caaatgttat taaaacaata 
gtgagttgtt gctctgaagc agagctagaa 
tatctactgg attatagagg aagactggaa 
agtatggcaa aatttaccat tgagtatctg 
tcagttctaa ttatttatga agaaagacac 
ggaagaagac tttactcaat gactttcatg 
catgcccttg tacgaggtgc atttggtata 
aaggacagta aaataaccag actttcccaa 
gaggatgttc ttctgaccaa gccagaaggg 
actactatgg gttgccaatg gagattagta 
attattaact tcccgatgaa gccaacaact 
gaaggatttg gaccaggaaa aaaattaata 
tggttcctaa gccaattcag caccaagaag 
tctatgaaaa tgatgtatac ttctatcttt 
ctgcctcatg aggttgtttt gagaattaaa 



tctgccaagt atcctgattt gtatcccagt 900 
ccagagaagc acattataaa gttgacattt 960 
tgtatttatg atgctgttgt gatttacggt 1020 
ctttgtggaa tgttgaccat cacttcaata 1080 
tttaaaagtg atggtaaaaa tcgtttacaa 1140 
tcagagtctt taaacaaatt tgaaccaaag 1200 
gtaaaagcta ttctgcatga tgtctgtggc 1260 
agaagaatcg caggagggga agaagcctgc 1320 
aggtttctag gcgattacca atgtggaggt 1380 
gcagcccact gtgtgcaatt gaagaataat 144 0 
catgacagaa acctgaagga atcaacagag 1500 
catgaagact ttaacacact aagttatgac 1560 
cctctggagt acaactcggt ggtgaggcca 1620 
ttttcctcgg agatctgtgc tgtgaccgga 1680 
aatgtttctt cattagatgg tggcctagca 174 0 
ttagaaagag aggtctgtga acacacttac 1800 
aagatgatct gtgctggctt tgcagcatct 1860 
ggtgggccac tagtatgtag acatgaaaat 192 0 
t9999agctg gctgtgtcca gccatggaag 1980 
ttggactgga tccaatcaaa aatcaatggt 204 0 
acctctttct ttagagtggg tttgggaaca 2100 
aagcctagag gcttttttcc cacaccacgg 2160 
tgttcttggg tgctcagagt ttcagcaagc 2220 
tcactcctgg ggtctcctgt gtgtcaagac 2280 
agtaagagaa agacggcagg tggattacat 234 0 
agtcctggac cgctggtgag ggtgacattc 2400 
agctatattg tcttgaaagt cctaggtcca 2460 
agttcaaaca gagagcactt ggtcccttgt 2520 
atcatgcaga tcccaagaaa ttctcacaga 2580 
gcccctttaa atcacatcat tcagcttaat 2640 
tttgtctgtc atggtcatct gcgtgtttac 2700 
ggtagaatgt tgatgagcac tgagctttct 2760 
accacagctt cttgtgggga gactgcagta 2820 
cttgccctac agaacacctg ttaccatgca 2880 
taa 2913 



<210> 43 

<211> 798 

<212> DNA 

<213> Homo sapiens 



<400> 43 

atgaaatatg tcttctattt gggtgtcctc 
gttcagaaag aagaccctgc tccctatttg 
gtgggcgtcc tcatcaaacc cagctgggtg 
ctgaaagtga tgctgggaaa tttcaagagc 
aaccccattc agatcgtccg ctactggaac 
atgctcatca agctggctaa gcctgccatg 
gccaccacca atgtcaggcc aggcactgtc 
gaaaacagtg ggctttggca gctggagcca 
gccattcctg attggcagag acacaattca 
cagaacctgg aggcccccgt gatgtctgat 
agccacagga attccttatg tgtgaaattt 
gtggccgttg ctactgtcat ctgcaaagac 
atgggagggg acgtcggcat ctacaccaat 
actgctaagg acaagtga 



gctgggacat ttttctttgc tgactcatct 60 
gtgtacctca agtctcactt caacccctgt 12 0 
ctggccccag ctcactgcta tttaccaaat 180 
agagtcagag acggtactga acagacaatt 24 0 
tacagtcata gcgccccaca ggatgacctc 3 00 
ctcaatccca aagtccagcc ccttaccctc 360 
tgtctactct caggtttgga ctggagccaa 42 0 
ccaggccatc tgactctgca cagaggccca 480 
catgaacaag gccgacaccc tgacttgcgg 54 0 
cgagaatgcc aaaaaacaga acaaggaaaa 6 00 
gtgaaagtat tcagccgaat ttttggggag 66 0 
aagctccagg gaatcgaggt ggggcacttc 72 0 
gtttacaaat atgtatcctg gattgagaac 780 

798 
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<210> 44 

<211> 1365 

<212> DNA 

<213> Homo sapiens 

<400> 44 

atgggggaaa atgatccgcc tgctgttgaa gcccccttct cattccgatc gctttttggc 60 
cttgatgatt tgaaaataag tcctgttgca ccagatgcag atgctgttgc tgcacagatc 120 
ctgtcactgc tgccattgaa gttttttcca atcatcgtca ttgggatcat tgcattgata 180 
ttagcactgg ccattggtct gggcatccac ttcgactgct cagggaagta cagatgtcgc 24 0 
tcatccttta agtgtatcga gctgatagct cgatgtgacg gagtctcgga ttgcaaagac 300 
ggggaggacg agtaccgctg tgtccgggtg ggtggtcaga atgccgtgct ccaggtgttc 360 
acagctgctt cgtggaagac catgtgctcc gatgactgga agggtcacta cgcaaatgtt 420 
gcctgtgccc aactgggttt cccaagctat gtgagttcag ataacctcag agtgagctcg 480 
ctggaggggc agttccggga ggagtttgtg tccatcgatc acctcttgcc agatgacaag 54 0 
gtgactgcat tacaccactc agtatatgtg- agggagggat gtgcctctgg ccacgtggtt 600 
accttgcagt gcacagcctg tggtcataga aggggctaca gctcacgcat cgtgggtgga 660 
aacatgtcct tgctctcgca gtggccctgg caggccagcc ttcagttcca gggctaccac 720 
ctgtgcgggg gctctgtcat cacgcccctg tggatcatca ctgctgcaca ctgtgtttat 780 
gacttgtacc tccccaagtc atggaccatc caggtgggtc tagtttccct gttggacaat 84 0 
ccagccccat cccacttggt ggagaagatt gtctaccaca gcaagtacaa gccaaagagg 900 
ctgggcaatg acatcgccct tatgaagctg gccgggccac tcacgttcaa tgaaatgatc 960 
cagcctgtgt gcctgcccaa ctctgaagag aacttccccg atggaaaagt gtgctggacg 102 0 
tcaggatggg gggccacaga ggatggagca ggtgacgcct cccctgtcct gaaccacgcg 1080 
gccgtccctt tgatttccaa caagatctgc aaccacaggg acgtgtacgg tggcatcatc 1140 
tccccctcca tgctctgcgc gggctacctg acgggtggcg tggacagctg ccagggggac 12 00 
agcggggggc ccctggtgtg tcaagagagg aggctgtgga agttagtggg agcgaccagc 12 6 0 
tttggcatcg gctgcgcaga ggtgaacaag cctggggtgt acacccgtgt cacctccttc 1320 
ctggactgga tccacgagca gatggagaga gacctaaaaa cctga 1365 



<210> 45 

<211> 1614 

<212> DNA" 

<213> Homo sapiens 

<400> 45 

atggagaggg acagccacgg gaatgcatct ccagcaagaa caccttcagc tggagcatct 
ccagcccagg catctccagc tgggacacct ccaggccggg catctccagc ccaggcatct 
ccagcccagg catctccagc tgggacacct ccgggccggg catctccagc ccaggcatct 
ccagctggta cacctccagg ccgggcatct ccaggccggg catctccagc ccaggcatct 
ccagcccagg catctccagc ccaggcatct ccagcccggg catctccggc tctggcatca 
ctttccaggt cctcatccgg caggtcatca tccgccaggt cagcctcggt gacaacctcc 
ccaaccagag tgtaccttgt tagagcaaca ccagtggggg ctgtacccat ccgatcatct 
cctgccaggt cagcaccagc aaccagggcc accagggaga gcccagtcca gttctggcag 
ggccacacag ggatcaggta caaggagcag agggagagct gtcccaagca cgctgttcgc 
tgtgacgggg tggtggactg caagctgaag agtgacgagc tgggctgcgt gaggtttgac 
tgggacaagt ctctgcttaa aatctactct gggtcctccc atcagtggct tcccatctgt 
agcagcaact ggaatgactc ctactcagag aagacctgcc agcagctggg tttcgagagt 
gctcaccgga caaccgaggt tgcccacagg gattttgcca acagcttctc aatcttgaga 
tacaactcca ccatccagga aagcctccac aggtctgaat gcccttccca gcggtatatc 
tccctccagt gttcccactg cggactgagg gccatgaccg ggcggatcgt gggaggggcg 
ctggcctcgg atagcaagtg gccttggcaa gtgagtctgc acttcggcac cacccacatc 
tgtggaggca cgctcattga cgcccagtgg gtgctcactg ccgcccactg cttcttcgtg 
acccgggaga aggtcctgga gggctggaag gtgtacgcgg gcaccagcaa cctgcaccag 
ttgcctgagg cagcctccat tgccgagatc atcatcaaca gcaattacac cgatgaggag 
gacgactatg acatcgccct catgcggctg tccaagcccc tgaccctgtc cgctcacatc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 
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caccctgctt gcctccccat gcatggacag 
acaggctttg gcaagaccag ggagacagat 
caggtcaatc tcatcgactt caagaaatgc 
accccaagga tgatgtgtgc tggggacctt 
agcggggggc ctcttgtctg tgagcagaac 
tggggcacag gctgtggcca gagaaacaaa 
cttccctgga tttacagcaa gatggagagc 



acctttagcc tcaatgagac ctgctggatc 1260 
gacaagacat cccccttcct ccgggaggtg 1320 
aatgactact tggtctatga cagttacctt 1380 
cgtgggggca gagactcctg ccagggagac 144 0 
aaccgctggt acctggcagg tgtcaccagc 1500 
cctggtgtgt acaccaaagt gacagaagtt 1560 
gaggtgcgat tcagaaaatc ctaa 1614 



<210> 46 
<211> 981 
<212> DNA 

<213> Homo sapiens 



<400> 46 

atggctgccc ctgcttccgt catgggccca 
ctgctcctgg tggtggcccc tccccgggtc 
cagggaatct ccctaactgg cagcgtggcc 
ctgggcggcg tccctgcgcc cgagaggaag 
ggcctccacg tctgcggcgg ctccatcctc 
tgctttcaca gggacaagaa tatcaaaatc 
agggtggccg gcaaccacac ccagtggtat 
tatgagatgt accaccccat cggaggtgac 
gtgttttctg agtccgtgct cccggtttgc 
gccaattgct gggctacggg atggggacta 
ctgcaggagg tgcagctccc gctgatcctg 
atgtcctaca tcatgcccga catgctgtgt 
tgtgagggcg actccggggg cccacttgtc 
ggaattgtga gctggggccg aggctgctcc 
gtttcctatt tctcaaaatg gatatgtgat 
ccagcccctg ctctctctcc agctctgggg 
gctggctggt cagtgctgtg a 



ctcgggccct ctgccctggg ccttctgctg 60 
gcagcattgg tccacagaca gccagagaac 12 0 
tgtggtcggc ccagcatgga ggggaaaatc 18 0 
tggccgtggc aggtcagcgt gcactacgca 240 
aatgagtact gggtgctgtc agctgcgcac 300 
tatgacatgt acgtaggcct cgtaaacctc 360 
gaggtgaaca gggtgatcct gcaccccaca 420 
gtggccctgg tgcagctgaa gacccgcatt 480 
cttgcaactc cagaagtgaa ccttaccagt 54 0 
gtctcaaaac aaggtgagac ctcagacgag 600 
gagccctggt gccacctgct ctacggacac 660 
gctggggaca tcctgaatgc taagaccgtg 72 0 
tgtgaattca accgcagctg gttgcagatt 780 
aaccctctgt accctggagt gtatgccagt 84 0 
aacatagaaa tcacgcccac tcctgctcag 900 
cccactctca gcgtcctaat ggccatgctg 960 

981 



<210> 47 
<211> 1671 
<212> DNA 

<213> Homo sapiens 



<400> 47 

atgagtctca aaatgcttat aagcaggaac 
tttgaacgag gtaaatctgc aactctttcg 
ctggttaagg tacagccttg gaattatttt 
caagtggaga agggttccta tccctggcag 
tgt99 a 99 aa gcatcgtctc accacagtgg 
agaaacattg tgtctacttt gaatgttact 
ccaggagagc aaactctcac tattgaaact 
aaaccaatgg actatgatat tgcccttttg 
tttgtggggc ccatatgtct tccagagctg 
acaactgcag gctggggccg cttaactgaa 
gtgaatctgc ctattttgac ctgggaagag 
cccatcagtg ggaagacctt tctttgcaca 
cagggagatt caggaggttc actcatgtgc 
tggtcaattt gggaggctca ggtgggagga 
ctaggcaaca aagtgagact ctgtctcaca 
ggcacctggt gcagtgagca ggatgtcata 
ccagaaagcc tccacctata ttatgagagc 
ccagaggaaa tgcatgtgtt gctcagtttt 



aagctgattt tactactagg aatagtcttt 60 
ctccccaaag ctcccagttg tgggcagagt 120 
aacattttca gtcgcattct tggaggaagc 180 
gtatctctga aacaaaggca gaagcatatt 240 
gtgatcacgg cggctcactg cattgcaaac 300 
gctggagagt atgacttaag ccagacagac 3 60 
gtcatcatac atccacattt ctccaccaag 420 
aagatggctg gagccttcca atttggccac 480 
cgggagcaat ttgaggctgg ttttatttgt 54 0 
ggtggcgtcc tctcacaagt cttgcaggaa 600 
tgtgtggcag ctctgttaac actaaagagg 660 
ggttttcctg atggagggag agacgcatgt 72 0 
cggaataaga aaggggcctg ggactctggc 78 0 
tcgcttgagt ccaggagttc aagaccaagc 84 0 
aataatttct tcaaaaaatt agccgggtgt 900 
gtcagcgggg ctgaggggaa gctgcacttc 96 0 
aagcaacggt gtgtctggac cctgctggta 102 0 
tcccacctag atgttgagtc ttgtcaccac 1080 
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agttacctgt caatgtattc tttagaagac agacccattg gaaaattttg tggagaaagc 1140 
ctcccttcat ccattcttat tggctctaat tctctaaggc tgaaattcgt ctctgatgcc 1200 
acagattatg cagctgggtt taatcttacc tataaagctc ttaaaccaaa ctacattcct 1260 
ggttgcagtt acttaactgt cctttttgaa gaaggtctca tacagagtct aaactatcct 1320 
gaaaactaca gtgacaaggc taactgtgac tggatttttc aagcctccaa acatcaccta 1380 
attaagcttt catttcagag tctggaaata gaagaaagtg gagactgcac ttccgactat 144 0 
gtgacagtgc acagcgatgt agaaaggaag aaggaaatag ctcggctgtg tggctatgat 1500 
gtccccaccc ctgtgctgag cccctccagc atcatgctca tcagcttcca ttcagatgaa 1560 
aacgggacct gcaggggctt tcaggctata gtctccttca ttcctaaagc agtataccca 1620 
gatttaaaca tctccatatc agaggatgag tcaatgtttc tggagacatg a 1671 



<210> 48 
<211> 894 
<212> DNA 

<213> Homo sapiens 
<400> 48 

cggtggccat ggcaggccag tctcctctac ctaggcgggc acatctgtgg agctgccctc 60 
atcgacagca actgggtggc ctctgctgct cactgcttcc aaagatgcat cttccctcca 120 
cgggccccgc tgtccactaa cccatctgat taccggatcc tgcttgggta tgaccagcaa 180 
agccatccca cagagcacag caagcagatg acagtgaata agatcatggt gcacgctgac 24 0 
tataacgagt tgcaccgcat ggggagtgac atcaccctgc tgcagctgca ccatcatgtg 3 00 
gaattcagct cccacatcct ccccgcctgc cttccggaac caaccacgtg gctggcccct 360 
gacagctcct gctggatatc tggttgggga atggtcaccg aggatgtctt cctgcctgag 420 
cccttccaac ttcaggaggc agaggtcggt gtcatggaca acactgtctg cggatccttt 480 
ttccagcccc agtaccccgg ccagccaagc agcagtgact acaccatcca cgaggacatg 54 0 
ctgtgcgctg gggacctcat aacaggaaag gccatttgcc gagtgaactc caggggtccc 6 00 
ctcgtctgcc cattaaatgg cacctggttc ctgatggggc tgtctagttg gagcctcgac 660 
tgctgctcac ccgtcggtcc cagggtcttc accaggctcc cctacttcac caactggatc 720 
agccagaaga agagggagag cacccctcca gatcccgcct tggctcctcc tcaggaaaca 780 
cccccagccc tggacagcat gacctctcag ggcatcgtcc acaagcccgg gctctgcgca 840 
gcccttctgg ctgctcacat gttcctcctg ctgctgattc tcctggggag cctg 894 



<210> 49 
<211> 2553 
<212> DNA 

<213> Homo sapiens 
<400> 49 

atggacaaag aaaacagcga tgtttcagcc gcacctgctg acctgaaaat atccaatatc 60 
tcagtccaag tggtcagtgc ccaaaagaag ctgccagtga gacgaccacc gttgccaggg 12 0 
agacgactac cattgccagg aagacgacca ccacaaagac ccattggcaa agccaaaccc 180 
aagaagcaat ccaagaaaaa agttcccttt tggaatgtac aaaataaaat cattctcttc 240 
acagtatttt tattcatcct agcagtcata gcctggacac ttctgtggct gtatatcagt 300 
aaaacagaaa gcaaagatgc tttttacttt gctgggatgt ttcgcatcac caacattgag 360 
tttcttcccg aataccgaca aaaggagtcc agggaatttc tttcagtgtc acggactgtg 420 
cagcaagtga taaacctggt ttatacaaca tctgccttct ccaaatttta tgagcagtct 480 
gttgttgcag atgtcagcag caacaacaaa ggcggcctcc ttgtccactt ttggattgtt 540 
tttgtcatgc cacgtgccaa aggccacatc ttctgtgaag actgtgttgc cgccatcttg 600 
aaggactcca tccagacaag catcataaac cggacctctg tggggagctt gcagggactg 660 
gctgtggaca tggactctgt ggtactaaat ggtgattgtt ggtcattcct aaaaaaaaag 72 0 
aaaagaaagg aaaatggtgc tgtctccaca gacaaaggct gctctcagta cttctatgca 78 0 
gagcatctgt ctctccacta cccgctggag atttctgcag cctcagggag gctgatgtgt 840 
cacttcaagc tggtggccat agtgggctac ctgattcgtc tctcaatcaa gtccatccaa 900 
atcgaagccg acaactgtgt cactgactcc ctgaccattt acgactccct tttgcccatc 960 
cggagcagca tcttgtacag aatttgtgaa cccacaagaa cattaatgtc atttgtttct 1020 
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acaaataatc tcatgttggt gacatttaag 
cgggcatatt ttgaggtcat tccagaacaa 
atcactggct ttgaagggaa aatttcaagc 
tgcaagtgta cctggaaatt tcagacttct 
tataactatt caataaccaa gaagagtatg 
aatgagcaca tgtactgtgg ctcctacatg 
cctctggttc acattcagct ccagtgcagt 
gaatatggca gttacaacat cagtcaaccc 
ggtttatgtg tccctcaggc ccagcgttgt 
gatgaactgt tttgcgtgag ccctcaacct 
ggccctctca tctgtgatgg cttcagggac 
actcaaagta ttccatgcaa caacagaact 
aaacaaaatg caaaatgtga tgggacagtg 
tgcacctgca gcaggagttc ctccgccctt 
gaggggggtt ggccgtggca ggtcagcctc 
tcagtcatct ccagggagtg gcttctttct 
tcagatccca caccatggac tgcacacctc 
gtctccccgg tgagaagaat tgtggtccac 
gatattgctt tgctacagct cagtattgcc 
ccaatatgca ttcctcccac tggtcagaga 
ggctgggggc gaagacacga agcagataat 
gtagagctca ttgatcaaac gctctgtgtt 
ctctgtgcag gcataatgtc aggcaagaga 
ttatcttgtc gaagaaaaag tgatggaaaa 
catggatgtg gacgaccaaa ctttcctggt 
tggattcata aatatgtccc ttctcttttg 



tctcctcata tacggaggct ctcaggaatc 1080 
aagtgtgaaa acacagtgtt ggtcaaagac 114 0 
ccatattacc cgagctacta tcctccaaaa 1200 
ctatcaactc ttggcatagc actgaaattc 1260 
aaaggctgtg agcatggatg gtgggaaatt 1320 
gatcatcaga caatttttcg agtgcccagc 1380 
tcaaggcttt cagacaagcc acttttggca 1440 
tgccctgttg gatcttttag atgctcctcc 1500 
gatggagtaa atgactgctt tgatgaaagt 1560 
gcctgcaata ccagctcctt caggcagcat 162 0 
tgtgagaatg gccgggatga gcaaaactgc 1680 
tttaagtgtg gcaatgatat ttgctttagg 1740 
gattgtccag atggaagtga tgaagaaggc 18 00 
caccgcatca tcggaggcac agacaccctg 1860 
cactttgttg gatctgccta ctgtggtgcc 1920 
gcagcccact gttttcatgg aaacaggctg 198 0 
gggatgtatg ttcaggggaa tgccaagttt 2040 
gagtactata acagtcagac ttttgattat 2100 
tggcctgaga ccctgaaaca gctcattcag 2160 
gttcgcagtg gggagaagtg ctgggtaact 222 0 
aaaggctccc tcgttctgca gcaagcggag 22 80 
tccacctacg ggatcatcac ttctcggatg 2340 
gatgcctgca aaggagattc gggtggacct 24 00 
tggattttga ctggcattgt tagctgggga 24 60 
gtttacacaa gggtgtcaaa ctttgttccc 2520 
taa 2553 



<210> 50 
<211> 1344 
<212> DNA 

<213> Homo sapiens 
<400> 50 

atgacattga acaaaattaa agaccttttt 
gaagcagaaa tgctgaagcc atggatgatt 
gtggcagtga ccataggtct cctggttcac 
tatcatggct cctttaaaat tttagatcca 
acatatcaac ttaaggactt acgagagacg 
tacctttctt ttgtgtgtca cagtccagag 
gtgttccagt tcccctctac tgaacaaagg 
ttaaatcaga agataaggaa tttaagagcc 
aatgtggcca tggtcaagaa tggcaatgtg 
ggcctgggag caggtcctgc ctggtcacca 
caagcaagtt gtggtaaacg agttgttcca 
attgcaccca aggcggcctg gccttggcaa 
tgtggggcca ccttgattag taacacatgg 
tataaaaatc cacatcaatg gactgttagt 
aaaagaaatg tcagaagatt tattatccat 
gacattgctg ttgtgcaggt ctcttccaga 
tgtttgccag aagcctctgc atccttccaa 
ggagcacttt actatggtgg ggaatcccaa 
ataagtgacg atgtctgcaa gcaaccacag 
ttctgtgccg gatatatgga aggaatttat 
ttagtcacaa gggatctgaa agatacgtgg 
aactgtggtc aaaaggacaa gcctggagtc 
attgcttcaa aaacaggcat ctaa 



gcagggaaag gacagtggga tttggcaccc 60 
gccgttctca ttgtgttgtc cctgacagtg 120 
ttcctagtat ttgaccaaaa aaaggagtac 180 
caaatcaata acaatttcgg acaaagcaac 24 0 
accgaaaatt tggtgtattc tttgaaaatg 3 00 
gaagatggtg tgaaagtaga tgtcattatg 360 
gcagtaagag agaagaaaat ccaaagcatc 42 0 
ttgccaataa atgcctcatc agttcaagtt 480 
gggccaggtt ccggagcagg agaggctcca 54 0 
atgagctcat caacagggga gttaactgtc 600 
ttaaacgtca acagaatagc atctggagtc 660 
gcttcccttc agtatgataa catccatcag 720 
cttgtcactg cagcacactg cttccagaag 780 
tttggaacaa aaatcaaccc tcccttaatg 840 
gagaagtacc gctctgcagc aagagagtac 900 
gtcacctttt cggatgacat acgccagatt 960 
ccaaatttga ctgtccacat cacaggattt 1020 
aatgatctcc gagaagccag agtgaaaatc 1080 
gtgtatggca atgatataaa acctggaatg 1140 
gatgcctgca ggggtgattc tgggggacct 1200 
tatctcattg gaattgtaag ctggggagat 1260 
tacacacaag tgacttatta ccgaaactgg 1320 

1344 
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<210> 51 
<211> 1374 
<212> DNA 

<213> Homo sapiens 
<400> 51 

atgagcctga tgctggatga ccaaccccct 
ggacctggga tcttcagagc agagcctgga 
tgctggcgtt ccatgcgacg tggctgtgca 
gcaggtgttg gctcatggct cctagtgctg 
tccgggacct tgcaggatga ggagataact 
gctctgctcc ctgcactccc caaaacagta 
ctggaagcgc aagtgaggga tcagccacgc 
cccgccctgg ggctgcagat ctgctggagc 
ggagtaaacc tcactgacat caaactcaac 
agactgggag gcttcctgga ggaggcgtgg 
gttgtttccc tcagatgctc tgagtgtgga 
gggcagtctg tggctcctgg gcgctggccg 
cacacgtgtg ggggctctgt gctagcgcca 
cacagtttca ggctggcccg cctgtccagc 
agtgccgtca ggccccacca aggggctctg 
agtgcccaga atcatgacta cgacgtcgcc 
tcagacactg tgggcgctgt gtgcctgccg 
cggtgctggg tgtctggctg gggccacacc 
ctccaggaca cggtggtgcc cttgttcagc 
agcggagccc tcaccccccg catgctttgc 
tgccagggag atagcggggg ccccctagtg 
ggggtggtca gctgggggcg tgcgtgcgca 
gtagctgagt ttctggactg gatccatgac 



atggaggccc agtatgcaga ggagggccca 60 
gaccagcagc atcccatttc tcaggcggtg 120 
gtgctgggag ccctggggct gctggccggt 180 
tatctgtgtc ctgctgcctc tcagcccatt 240 
ttgagctgct cagaggccag cgctgaggaa 3 00 
tctttcagaa taaacagcga agacttcttg 360 
tggctcctgg tctgccatga gggctggagc 420 
cttgggcatc tcagactcac tcaccacaag 480 
agttcccagg agtttgctca gctctctcct 540 
cagcccagga acaactgcac ttctggtcaa 600 
gcgaggcccc tggcttcccg gatagttggt 660 
tggcaggcca gcgtggccct gggcttccgg 72 0 
cgctgggtgg tgactgctgc acattgtatg 780 
tggcgggttc atgcggggct ggtcagccac 840 
gtggagagga ttatcccaca ccccctctac 900 
ct^cctgaggc tccagaccgc tctcaacttc 960 
gccaaggaac agcattttcc gaagggctcg 102 0 
caccctagcc atacttacag ctcggatatg 1080 
actcagctct gcaacagctc ttgcgtgtac 1140 
gctggctacc tggacggaag ggctgatgca 1200 
tgcccagatg gggacacatg gcgcctagtg 1260 
gagcccaatc acccaggtgt ctacgccaag 132 0 
actgctcagg actccctcct ctga 1374 



<210> 52 
<211> 2457 
<212> DNA 

<213> Homo sapiens 
<400> 52 

atggcccggc acctgctcct cccccttgtg 
ttccaggact cagctctcag tcctacccag 
cctgagccct cggcccgcat cgtggggggc 
caagtgagcc tgcaccatgg aggtggccac 
tgggtcctct ccgctgctca ctgtttcatg 
tggtcggtac tgctgggcgt gcactcccag 
gcagtggccg ccatcgtggt gccggccaac 
gccctgctgc gcctggcctc acccgccagc 
ccccgcgcct cacaccgctt cgtgcacggc 
gtccaggagg cagatcctct gcctctcccc 
ctgggcgagg ccacctgtca atgtctctac 
cagatattgc cagggatgct gtgtgctggc 
ggtgactctg gggggcccct ggtctgtgag 
accagctttg gctttggctg tggacggaga 
acctatgagg catggatacg ggagcaggtg 
acccagcccc agaagaccca gtcagatccc 
gccctgcctg agtgcgggaa ggccccgcgg 
atggtgccag gatccagacc ctgccatggg 
cctgccagct gctttctgga cccgaacagc 
tggcgcgtgc tgctgccctc gcgcccgcgc 



atgcttgtca tcagtcccat cccaggagcc 60 
gaagaacctg aagatctgga ctgcgggcgc 12 0 
tcaaacgcgc agccgggcac ctggccttgg 180 
atctgcgggg gctccctcat cgccccctcc 240 
acgaatggga cgctggagcc cgcggccgag 3 00 
gacgggcccc tggacggcgc gcacacccgc 360 
tacagccaag tggagctggg cgccgacctg 42 0 
ctgggccccg ccgtgtggcc tgtctgcctg 4 80 
accgcctgct gggccaccgg ctggggagac 54 0 
tgggtgctac aggaagtgga gctaaggctg 600 
agccagcccg gtcccttcaa cctcactctc 660 
tacccagagg gccgcaggga cacctgccag 72 0 
gaaggcggcc gctggttcca ggcaggaatc 780 
aaccgccctg gagttttcac tgctgtggct 840 
atgggttcag agcctgggcc tgcctttccc 900 
caggagccca gggaggagaa ctgcaccatt 96 0 
ccaggggcct ggccctggga ggcccaggtg 102 0 
gcgctggtgt ctgaaagctg ggtcttggca 1080 
tccgacagcc caccccgcga cctcgacgcc 1140 
gcggagcggg tggcgcgcct ggtgcagcac 12 00 
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gagaacgctt cgtgggacaa cgcctcggac 
aacctgagcg cggcttcgcg gcccgtgtgc 
gggagccgct gccgcctggc ccgctggggc 
ctgctggagg cggagctgtt aggcggctgg 
gcggcagtac cgctgcccgg agacccgccg 
gaggaggtgg gcagctgctg gactcatggc 
tacctggagg accagctagc ctgggattgg 
acttgtcccc cacacacaga gcatggtgcc 
ggggtcctgt ggccctggct ggcagaggtg 
atcctcctgg ccccaggctg ggtcctggca 
acaacagtgc cttacattga agtgtatctg 
ggccaccagg tatcccgctt ggtcatcagc 
ccccccctgg ccctcctgga gctgagctcc 
atctgtctcc acccggcggg tatccccccg 
gaaccccagg accgagtccc tgtggctgct 
gactgcctct atcagggcat cctgccccct 
caggagaaca ggtgtgagat gacctcagca- 
tcctggatcc tcgtgggcat ggctgttcaa 
cctgaagagg cctggatctc ccagacagtg 
tccccacact ggcccactgg aggcagcaat 
ggatccccgc atgcagtcta cttcctgctc 



ctggcgctgc tgcagctgcg cacgcccgtg 126 0 
ctaccccacc cggaacacta cttcctgccc 1320 
cgcggggaac ccgcgcttgg cccaggcgcg 1380 
tggtgccact gcctgtacgg ccgccagggg 144 0 
cacgcgctct gccctgccta ccaggaaaag 1500 
ccatggatca gccatgtgac tcggggagcc 1560 
ggccctgatg gggaggagac tgagacacag 162 0 
tgtggcctgc ggctggaggc tgctccagtg 168 0 
catgtggctg gtgatcgagt ctgcactggg 174 0 
gccactcact gtgtcctcag gccaggctct 1800 
ggccgggcag gggccagctc cctcccacag 1860 
atccggctgc cccagcacct gggactcagg 1920 
cgggtggagc cctccccatc agccctgccc 1980 
ggggccagct gctgggtgtt gggctggaaa 2 04 0 
gctgtctcca tcttgacaca acgaatctgt 2100 
ggaaccctct gtgtcctgta tgcagagggg 2160 
ccgcccctcc tgtgccagat gacggaaggg 222 0 
gggagccggg agctgtttgc tgccattggt 22 8 0 
ggagaggcca acttcctgcc ccccagtggc 2 34 0 
ctctgccccc cagaactggc caaggcctcg 2400 
ctgctgactc tcctgatcca gagctga 2457 



<210> 53 
<211> 855 
<212> DNA 

<213> Homo sapiens 
<400> 53 

gccatggggc tcgggttgag gggctgggga 
atgctgcccg tgaagccccc cgcaggctcc 
gtgacccccc actccaggcc ctacatggca 
ggaggcttcc tgctgcgagc ccgctgggtg 
gacctccgca ctggcctggt ggtgctgggc 
cagcaggtgt ttggcatcga tgctctcacc 
gccaacgaca tctgcctgct gcagctgaac 
ctgctgaggc tgccagggag aagggccagg 
gctggctggg gcttcgtgtc tgactttgag 
gtccgagtgc tggacccgga cgtctgcaac 
atgctctgca cccgcagtgg ggacagccac 
gggcccctgg tgtgcaggaa ccgggctcac 
ggcgacccca agacccccga cgtgtacacg 
gacgtggttc ggcggagcag tccccagccc 
ggagaagccg cctga 



cgtcctctgc tgactgtggc caccgccctg 6 0 
tggggggccc agatcatcgg gggccacgag 12 0 
tccgtgcgct tcgggggcca acatcactgc 18 0 
gtctcggccg cccactgctt cagccacaga 24 0 
gcccacgtcc tgagtactgc ggagcccacc 3 00 
acacaccccg actaccaccc catgacccac 360 
ggctctgctg tcctgggccc tgcagtgggg 42 0 
ccccccacag cggggacacg gtgccgggtg 480 
gagctgccgc ctggactgat ggaggccaag 54 0 
agctcctgga agggccacct gacacttacc 6 00 
agacggggct tctgctcggc cgactccgga 660 
ggcctcgttt ccttctcggg cctctggtgc 720 
caggtgtccg cctttgtggc ctggatctgg 780 
ggccccctgc ctgggaccac caggccccca 840 

855 



<210> 54 
<211> 2409 
<212> DNA 

<213> Homo sapiens 
<400> 54 

atgcccgtgg ccgaggcccc ccaggtggct ggcgggcagg gggacggagg tgatggcgag 60 
gaagcggagc cagaggggat gttcaaggcc tgtgaggact ccaagagaaa agcccggggc 12 0 
tacctccgcc tggtgcccct gtttgtgctg ctggccctgc tcgtgctggc ttcggcgggg 180 
gtgctactct ggtatttcct agggtacaag gcggaggtga tggtcagcca ggtgtactca 24 0 
ggcagtctgc gtgtactcaa tcgccacttc tcccaggatc ttacccgccg ggaatctagt 3 00 
gccttccgca gtgaaaccgc caaagcccag aagatgctca aggagctcat caccagcacc 3 60 
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cgcctgggaa cttactacaa ctccagctcc 
tgcttcttct ggttcattct ccaaatcccc 
gtggtgcagg cactgctggt ggaggagctg 
ccctacaggg ccgagtacga agtggacccc 
aaagacatag ctgcattgaa ttccacgctg 
ggccaggtcc tccggctgaa ggggcctgac 
cagggcccca aggacctcat gctcaaactc 
gaccgactgg ccatgtatga cgtggccggg 
tacggctgca gccgccagga gcccgtggtg 
gtcgtctgga agaagggcct gcacagctac 
gtggtcttcc aggcctgtga agtgaacctg 
gtcctcagca ccccgtactt ccccagctac 
ctcacggtgc cctctctgga ctacggcttg 
aggcagaagt atgatttgcc gtgcacccag 
tgtggcttgc gcatcctgca gccctacgcc 
atcaccatca acttcacctc ccagatctcc 
ggcttgtaca accagtcgga cccctgccct 
tgtgtccctg cctgtgatgg ggtcaaggac 
gtttgcagag ccacattcca gtgcaaagag 
tgtgatgggc agcctgattg tctcaacggc 
ccatgtggga cattcacctt ccagtgtgag 
cagtgtgatg ggcggcccga ctgcagggac 
ctccagggcc cctccagccg cattgttggt 
tggcaggcca gcctccaggt tcggggtcga 
cgctgggtga taacagctgc ccactgcttc 
tggaccgtgt tcctgggcaa ggtgtggcag 
aaggtgagcc gcctgctcct gcacccgtac 
gcgctgctgc agctcgacca cccggtggtg 
cccgcgcgct cccacttctt cgagcccggc 
ttgcgcgagg gcggccccat cagcaacgct 
caggacctgt gcagcgaggc ctatcgctac 
taccgcaagg gcaagaagga tgcctgtcag 
gcactcagtg gccgctggtt cctggcgggg 
cctaactact tcggcgtcta cacccgcatc 
gtgacctga 



gtctattcct ttggggaggg acccctcacc 42 0 
gagcaccgcc ggctgatgct gagccccgag 4 80 
ctgtccacag tcaacagctc ggctgccgtc 54 0 
gagggcctag tgatcctgga agccagtgtg 600 
ggttgttacc gctacagcta cgtgggccag 660 
cacctggcct ccagctgcct gtggcacctg 720 
cggctggagt ggacgctggc agagtgccgg 78 0 
cccctggaga agaggctcat cacctcggtg 84 0 
gaggttctgg cgtcgggggc catcatggcg 900 
tacgacccct tcgtgctctc cgtgcagccg 960 
acgctggaca acaggctcga ctcccagggc 1020 
tactcgcccc aaacccactg ctcctggcac 1080 
gccctctggt ttgatgccta tgcactgagg 1140 
ggccagtgga cgatccagaa caggaggctg 12 00 
gagaggatcc ccgtggtggc cacggccggg 1260 
ctcaccgggc ccggtgtgcg ggtgcactat 1320 
ggagagttcc tctgttctgt gaatggactc 1380 
tgccccaacg gcctggatga gagaaactgc 144 0 
gacagcacat gcatctcact gcccaaggtc 1500 
agcgatgaag agcagtgcca ggaaggggtg 1560 
gaccggagct gcgtgaagaa gcccaacccg 1620 
ggctcggatg aggagcactg tgactgtggc 1680 
ggagctgtgt cctccgaggg tgagtggcca 174 0 
cacatctgtg ggggggccct catcgctgac 1800 
caggaggaca gcatggcctc cacggtgctg 1860 
aactcgcgct ggcctggaga ggtgtccttc 1920 
cacgaagagg acagccatga ctacgacgtg 1980 
cgctcggccg ccgtgcgccc cgtctgcctg 2040 
ctgcactgct ggattacggg ctggggcgcc 2100 
ctgcagaaag tggatgtgca gttgatccca 2160 
caggtgacgc cacgcatgct gtgtgccggc 222 0 
ggtgactcag gtggtccgct ggtgtgcaag 2280 
ctggtcagct ggggcctggg ctgtggccgg 234 0 
acaggtgtga tcagctggat ccagcaagtg 24 00 

2409 



<210> 55 
<211> 1080 
<212> DNA 

<213> Homo sapiens 
<400> 55 

gacctgccgc catcttgctc accagcctcc 
ctgttgtttg tggggagctc tcacttatac 
aggctcggcc cctcgccgga accggcggct 
aggctccggc ggcggaggga gggaggggcg 
aaggatgtgt tgcaagggtc tcggattata 
ccgtgggtgg tgagcctgca gattaaatat 
accctagtga gagagaggtg ggtcctcaca 
cctttaatgt ggacagctgt gattggaact 
aagaagataa aaattaaagc aatcattatt 
aatgatattg cactttttca cttaaaaaaa 
atttgcctac cttttgatgt tttccaaatc 
ggctggggaa gaacaaaaga agaaggtaac 
cattatattt ctcgagagat gtgtaattct 
acttcatttt gtgcaggtga tgaagatgga 
ggaccattaa tgtgctactt accagaatat 



aaaatgcggc tggggctcct gagcgtggcg 60 
tcagaccact actcgccctc tggaaggcac 12 0 
agttcccagc aggctgaggc cgtccgcaag 180 
catgcaaagg attgtggaac agcaccgctt 240 
gggggcaccg aagcacaagc tggcgcatgg 3 00 
ggccgtgttc ttgttcatgt atgtggggga 360 
gctgcccact gcactaaaga cactagcgat 420 
aataatatac atggacgcta tcctcatacc 480 
catccaaact tcattttgga atcttatgta 540 
gcagtgaggt ataatgacta tattcagcct 600 
ctggacggaa acacaaagtg ttttataagt 660 
gctacaaata ttttacaaga tgcagaagtg 720 
gagaggagtt atgggggaat aattcctaac 780 
gcttttgata cttgcagggg tgacagtggg 84 0 
aaaagatttt ttgtaatggg aattaccagt 900 
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tacggacatg gctgtggtcg aagaggtttt cctggtgtct atattgggcc atccttctac 960 
caaaagtggc tgacagagca tttcttccat gcaagcactc aaggcatact tactataaat 1020 
attttacgtg gccagatcct catagcttta tgttttgtca tcttactagc aacaacataa 1080 



<210> 56 
<211> 867 
<212> DNA 

<213> Homo sapiens 



<400> 56 

agccccccgc agcccaggac ccctgactgt 
acgctcgccc cgcagccctc agactggctg 
gatggagctg cccactccat gggcctgggc 
tctgggatgc ccgtcccaga gaatgacctg 
ccggggaagt ggccgtggca ggtcagcctg 
gcgcacatct gtgggggctc cctcatccac 
attttctgga aggacaccga cccgtccatc 
tacgggggcc gggggctgct gaacgtcagc 
9cggggctgg gtgcggatgt ggccctgctc 
tcgctgccgc cgccctaccg cctgcagcag 
tgtgagcagc cctaccgcaa cgcctcaggg 
gacatgctgt gtgccggcag cgagggccga 
ctggtctgca ggctgcgggg gtcctggcgc 
tgtaccctgc gggactttcc cggcgtctac 
ctgcagcaag tcggggagtt gccctga 



aggctccagg cctccctgga agccctggcc 6 0 
tgcttcgcgg atcttggctg gttcgaggct 120 
agcagcttga agtgggcgtg ggccaagccc 180 
gtgggcattg tggggggcca caatgccccc 24 0 
agggtctaca gctaccactg ggcctcctgg 3 00 
ccccagtggg tgctgactgc tgcccactgc 360 
taccggatcc acgctgggga cgtgtatctc 420 
cggatcatcg tccaccccaa ctatgtcact 480 
cagctgccgg ggtcacctct ctccccagag 54 0 
gcgagtgtgc aggtgctgga gaacgccgtc 600 
cacactggcg accggcagct catcctggat 660 
gactcctgct acggtgactc cggcggccct 720 
ctggtggggg tggtcagctg gggctacggc 780 
acccacgtcc agatctacgt gctctggatc 840 

867 



<210> 57 

<211> 135 

<212> DNA 

<213> Homo sapiens 



<400> 57 

atcgggggcc acgaggtgac cccccactcc 
ggccaacatc actgcggagg cttcctgctg 
tgcttcagcc acagg 



aggccctaca tggcatccgt gcgcttcggg 60 
cgagcccgct gggtggtctc ggccgcccag 120 

135 



<210> 58 
<211> 138 
<212> DNA 

<213> Homo sapiens 



<400> 58 

ggagattctg gggggcccct ggtctgtgaa 
gtgagctggg gcattggctg cggtcgcaaa 
ttctacaaga aatggatt 



ttaaatggca catgggtcca ggtggggatt 60 
ggataccctg gagtttacac agaagttagt 120 

138 



<210> 59 
<211> 930 
<212> DNA 

<213> Homo sapiens 
<400> 59 

atggcaggag aacaggtcac cgccaatgtc agcagatacc ctggacagaa aacgatgtcc 60 
tttcctgaaa aaacatttct cctttcttat agagcatcac tccttgctgt tgtaacacac 120 
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agatccaata atagtcgtgg gcgagctttt 
9999 ac 9 cc 9 cagacccccc aattcctccc 
ggtcccttca ggatctggca gggggtgaag 
ggcactgctg gctatgcatt cacgctgctc 
gaatgggtct gtgggcggcc cacagtctca 
gtggggcagt ggccctggca ggtcagcatc 
accctcatct cagaggagtg ggtgctgaca 
cctgatttcc aagcaaacac atctagtgcc 
tctgttagcc ctgttgtcct gctcatctgc 
aatacaacct cctgctgggt gactggatgg 
cgttcttata cactgaagga gctgaaagtg 
cactatcaaa atgaaatctt gctgcacgga 
tgctccaagc tcccagtggg gcagatggat 
acctttcaca ggccttgcct tccccagtga 



gagagtcagg ttcttcccga tttgacagca 180 
ttgggtcctg gagctgcact tctgaagtct 240 
accaaaggag aggaggggga cagagacacg 3 00 
cttctgctgg ggatttcggg tgagccccca 360 
tctggtattg cctcaggctt gggggctagt 420 
cgccagggct tgattcacgt ctgctcagat 48 0 
gtggcgatct gcttcccatt atccccccac 540 
atcgctgtgg tagaactgcc ctccccagtt 600 
cttccctcat ctgaagtcta cctgaagaag 660 
ggctatactg gaatattcca atatatcaag 720 
cccctcattg atctccagac atgcggtgac 780 
gttgagctca tcatcagtga agctatgatc 840 
cagtgtactg taagaatcca cccctcaggc 900 

930 



<210> 60 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 60 

Met Lys Cys Leu Gly Lys Arg Arg Gly Gin Ala Ala Ala Phe Leu Pro 
1 5 10 15 

Leu Cys Trp Leu Phe Leu Lys lie Leu Gin Pro Gly His Ser His Leu 
20 25 30 

Tyr Asn Asn Arg Tyr Ala Gly Asp Lys Val lie Arg Phe lie Pro Lys 
35 40 45 

Thr Glu Glu Glu Ala Tyr Ala Leu Lys Lys lie Ser Tyr Gin Leu Lys 
50 55 60 

Val Asp Leu Trp Gin Pro Ser Ser lie Ser Tyr Val Ser Glu Gly Thr 
65 70 75 80 

Val Thr Asp Val His lie Pro Gin Asn Gly Ser Arg Ala Leu Leu Ala 
85 90 95 

Phe Leu Gin Glu Ala Asn lie Gin Tyr Lys Val Leu lie Glu Asp Leu 
100 105 110 

Gin Lys Thr Leu Glu Lys Gly Ser Ser Leu His Thr Gin Arg Asn Arg 
115 120 125 

Arg Ser Leu Ser Gly Tyr Asn Tyr Glu Val Tyr His Ser Leu Glu Glu 
130 135 140 

lie Gin Asn Trp Met His His Leu Asn Lys Thr His Ser Gly Leu lie 
145 150 155 160 

His Met Phe Ser lie Gly Arg Ser Tyr Glu Gly Arg Cys Leu Phe lie 
165 170 175 

Leu Lys Leu Gly Arg Arg Ser Arg Leu Lys Arg Ala Val Trp lie Asp 
180 185 190 
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Cys Gly He His 
195 

Phe Val Lys Glu 
210 

Lys Met Leu Asn 
225 

Asp Gly Tyr His 



Arg Ser Arg Asn 
260 

Asn Trp Lys Val 
275 

Asp Pro Lys Val 

290 . 

Asp Ser His Gly 
305 



Ala Arg Glu Trp 
200 

Ala Leu Leu Thr 
215 

His Leu Tyr Phe 
230 

Phe Ser Trp Thr 
245 

Ser Arg Phe Arg 



Lys Trp Cys Gly 
280 

Ser Ala Gly Phe 
295 

Arg Leu Met Phe 
310 



He Gly Pro Ala 



Tyr Lys Ser Asp 
220 

Tyr He Met Pro 
235 

Asn Asp Arg Phe 
250 

Cys Arg Gly Val 
265 

Lys Phe Gly Thr 



Thr Leu Gin Asn 
300 

Phe Cys Met 
315 



Phe Cys Gin Trp 
205 

Pro Ala Met Arg 



Val Phe Asn Val 
240 

Trp Arg Lys Thr 
255 

Asp Ala Asn Arg 
270 

Asn Trp Asp Pro 
285 

Met Ser Pro Glu 



<210> 61 
<211> 374 
<212> PRT 

<213> Homo sapiens 
<400> 61 

Met Lys Pro Leu Leu Glu Thr Leu Tyr Leu Leu Gly Met Leu Val Pro 
15 10 15 

Gly Gly Leu Gly Tyr Asp Arg Ser Leu Ala Gin His Arg Gin Glu He 
20 25 30 

Val Asp Lys Ser Val Ser Pro Trp Ser Leu Glu Thr Tyr Ser Tyr Asn 
35 40 45 

He Tyr His Pro Met Gly Glu He Tyr Glu Trp Met Arg Glu He Ser 
50 55 60 

Glu Lys Tyr Lys Glu Val Val Thr Gin His Phe Leu Gly Val Thr Tyr 
65 70 75 80 

Glu Thr His Pro Met Tyr Tyr Leu Lys He Ser Gin Pro Ser Gly Asn 
85 90 95 

Pro Lys Lys He He Trp Met Asp Cys Gly He His Ala Arg Glu Trp 
100 105 110 

lie Ala Pro Ala Phe Cys Gin Trp Phe Val Lys Glu He Leu Gin Asn 
115 120 125 



His Lys Asp Asn Ser Ser He Arg Lys Leu Leu Arg Asn Leu Asp Phe 
130 135 140 
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Tyr Val Leu Pro Val Leu Asn lie Asp Gly Tyr He Tyr Thr Trp Thr 
145 150 155 160 

Thr Asp Arg Leu Trp Arg Lys Ser Arg Ser Pro His Asn Asn Gly Thr 
165 170 175 

Cys Phe Gly Thr Asp Leu Asn Arg Asn Phe Asn Ala Ser Trp Cys Ser 
180 185 190 

He Gly Ala Ser Arg Asn Cys Gin Asp Gin Thr Phe Cys Gly Thr Gly 
195 200 205 

Pro Val Ser Glu Pro Glu Thr Lys Ala Val Ala Ser Phe He Glu Ser 
210 215 220 

Lys Lys Asp Asp He Leu Cys Phe Leu Thr Met His Ser Tyr Gly Gin 
225 230 • 235 240 

Leu He Leu Thr Pro Tyr Gly Tyr Thr Lys Asn Lys Ser Ser Asn His 
245 250 255 

Pro Glu Met He Gin Val Gly Gin Lys Ala Ala Asn Ala Leu Lys Ala 
260 265 270 

Lys Tyr Gly Thr Asn Tyr Arg Val Gly Ser Ser Ala Asp He Leu Tyr 
275 280 285 

Ala Ser Ser Gly Ser Ser Arg Asp Trp Ala Arg Asp He Gly He Pro 
290 295 300 

Phe Ser Tyr Thr Phe Glu Leu Arg Asp Ser Gly Thr Tyr Gly Phe Val 
305 310 315 320 

Leu Pro Glu Ala Gin He Gin Pro Thr Cys Glu Glu Thr Met Glu Ala 
325 330 335 

Val Leu Ser Val Leu Asp Asp Val Tyr Ala Lys His Trp His Ser Asp 
340 345 350 

Ser Ala Gly Arg Val Thr Ser Ala Thr Met Leu Leu Gly Leu Leu Val 
355 360 365 

Ser Cys Met Ser Leu Leu 
370 



<210> 62 
<211> 529 
<212> PRT 

<213> Homo sapiens 
<400> 62 

Met Val Ser Asn Asp Ser His Thr Trp Val Thr Val Lys Asn Gly Ser 
15 10 15 



Gly Asp Met lie Phe Glu Gly Asn Ser Glu Lys Glu He Pro Val Leu 
20 25 30 
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Asn Glu Leu Pro 
35 

Gin Ser Trp Phe 
50 

Gly Cys Pro Leu 
65 

Met Thr Thr Thr 



Met Arg Gin Leu 
100 

Arg lie Tyr Asn 
115 

Val Glu lie Ser 
130 

Phe His Tyr lie 
145 

Leu Leu Leu Leu 



Asn Ala Arg lie 
180 

Pro Ser Leu Asn 
195 

Glu Leu Gly Gly 
210 

lie Asn Asn Asn 
225 

Asp Arg Gin Asn 



Pro Glu Trp Phe 
260 

Ala Val He Ala 
275 

Leu Gin Gly Gly 
290 

Ser Pro Trp Lys 
305 

Phe Arg Trp Leu 



Val Pro Met Val 
40 

Asp Asn Gly Ser 
55 

Pro Asp Pro Asn 
70 

Asp Asp Leu Asp 
85 

Met Lys Val Val 



He Gly Lys Ser 
120 

Asp His Pro Gly 
135 

Ala Gly Ala His 
150 

Leu Val Gin Phe 
165 

Val His Leu Val 



Pro Asp Gly Tyr 
200 

Trp Ser Leu Gly 
215 

Phe Pro Asp Leu 
230 

Val Pro Arg Lys 
245 

Leu Ser Glu Asn 



Trp Met Glu Lys 
280 

Glu Leu Val Val 
295 

Thr Gin Glu His 
310 

Ala Tyr Ser Tyr 
325 



Ala Arg Tyr He 



He Cys Met Arg 
60 

Asn Tyr Tyr His 
75 

Phe Lys His His 
90 

Asn Glu Met Cys 
105 

His Gin Gly Leu 



Glu His Glu Val 
140 

Gly Asn Glu Val 
155 

Val Cys Gin Glu 

. 170 

Glu Glu Thr Arg 
185 

Glu Lys Ala Tyr 



Arg Trp Thr His 
220 

Asn Thr Leu Leu 
235 

Val Pro Asn His 
250 

Ala Thr Val Ala 
265 

He Pro Phe Val 



Ala Tyr Pro Tyr 
300 

Thr Pro Thr Pro 
315 

Ala Ser Thr His 
330 



Arg He Asn Pro 
45 

Met Glu He Leu 



Arg Arg Asn Glu 
80 

Asn Tyr Lys Glu 
95 

Pro Asn He Thr 
110 

Lys Leu Tyr Ala 
125 

Gly Glu Pro Glu 



Leu Gly Arg Glu 
160 

Tyr Leu Ala Arg 
175 

He His Val Leu 
190 

Glu Gly Gly Ser 
205 

Asp Gly He Asp 



Trp Glu Ala Glu 
240 

Tyr He Ala He 
255 

Ala Glu Thr Arg 
270 

Leu Gly Gly Asn 
285 

Asp Leu Val Arg 



Asp Asp His Val 
320 

Arg Leu Met Thr 
335 
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Asp Ala Arg Arg Arg Val Cys His Thr Glu Asp Phe Gin Lys Glu Glu 
340 345 350 

Gly Thr Val Asn Gly Ala Ser Trp His Thr Val Ala Gly Ser Leu Asn 
355 360 365 

Asp Phe Ser Tyr Leu His Thr Asn Cys Phe Glu Leu Ser lie Tyr Val 
370 375 380 

Gly Cys Asp Lys Tyr Pro His Glu Ser Gin Leu Pro Glu Glu Trp Glu 
385 390 395 400 

Asn Asn Arg Glu Ser Leu lie Val Phe Met Glu Gin Val His Arg Gly 
405 410 415 

lie Lys Gly Leu Val Arg Asp Ser His Gly Lys Gly lie Pro Asn Ala 
420 425 430 

lie lie Ser Val Glu Gly lie Asn His Asp lie Arg Thr Ala Asn Asp 
435 440 445 

Gly Asp Tyr Trp Arg Leu Leu Asn Pro Gly Glu Tyr Val Val Thr Ala 
450 455 460 . 

Lys Ala Glu Gly Phe Thr Ala Ser Thr Lys Asn Cys Met Val Gly Tyr 
465 470 475 480 

Asp Met Gly Ala Thr Arg Cys Asp Phe Thr Leu Ser Lys Thr Asn Met 
485 490 495 

Ala Arg lie Arg Glu lie Met Glu Lys Phe Gly Lys Gin Pro Val Ser* 
500 505 510 

Leu Pro Ala Arg Arg Leu Lys Leu Arg Gly Arg Lys Arg Arg Gin Arg 
515 520 525 

Gly 



<210> 63 
<211> 467 
<212> PRT 

<213> Homo sapiens 
<400> 63 

Met Trp Arg Cys Pro Leu Gly Leu 
1 5 

His Leu Ala Leu Gly Ala Gin Gin 
20 

Pro Gly Leu His Leu Arg Gly lie 
35 40 



Leu Leu Leu Leu Pro Leu Ala Gly 
10 15 

Gly Arg Gly Arg Arg Glu Leu Ala 
25 30 

Arg Asp Ala Gly Gly Arg Tyr Cys 

45 v 



Gin Glu Gin Asp Leu Cys Cys Arg Gly Arg Ala Asp Asp Cys Ala Leu 
50 55 60 
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Pro Tyr Leu Gly Ala lie Cys Tyr Cys Asp Leu Phe Cys Asn Arg Thr 
65 70 75 80 

Val Ser Asp Cys Cys Pro Asp Phe Trp Asp Phe Cys Leu Gly Val Pro 
85 90 95 

Pro Pro Phe Pro Pro lie Gin Gly Cys Met His Gly Gly Arg lie Tyr 
100 105 110 

Pro Val Leu Gly Thr Tyr Trp Asp Asn Cys Asn Arg Cys Thr Cys Gin 
115 120 125 

Glu Asn Arg Gin Trp Gin Cys Asp Gin Glu Pro Cys Leu Val Asp Pro 
130 135 140 

Asp Met lie Lys Ala lie Asn Gin Gly Asn Tyr Gly Trp Gin Ala Gly 
145 150 155 160 

Asn His Ser Ala Phe Trp Gly Met Thr Leu Asp Glu Gly lie Arg Tyr 
165 170 175 

Arg Leu Gly Thr lie Arg Pro Ser Ser Ser Val Met Asn Met His Glu 
180 185 190 

lie Tyr Thr Val Leu Asn Pro Gly Glu Val Leu Pro Thr Ala Phe Glu 
195 200 205 

Ala Ser Glu Lys Trp Pro Asn Leu lie His Glu Pro Leu Asp Gin Gly 
210 215 220 

Asn Cys Ala Gly Ser Trp Ala Phe Ser Thr Ala Ala Val Ala Ser Asp 
225 230 235 240 

Arg Val Ser lie His Ser Leu Gly His Met Thr Pro Val Leu Ser Pro 
245 250 255 

Gin Asn Leu Leu Ser Cys Asp Thr His Gin Gin Gin Gly Cys Arg Gly 
260 265 270 

Gly Arg Leu Asp Gly Ala Trp Trp Phe Leu Arg Arg Arg Gly Val Val 
275 280 285 

Ser Asp His Cys Tyr Pro Phe Ser Gly Arg Glu Arg Asp Glu Ala Gly 
290 295 300 

Pro Ala Pro Pro Cys Met Met His Ser Arg Ala Met Gly Arg Gly Lys 
305 310 315 320 

Arg Gin Ala Thr Ala His Cys Pro Asn Ser Tyr Val Asn Asn Asn Asp 
325 330 335 

lie Tyr Gin Val Thr Pro Val Tyr Arg Leu Gly Ser Asn Asp Lys Glu 
340 345 350 



lie Met Lys Glu Leu Met Glu Asn Gly Pro Val Gin Ala Leu Met Glu 
355 360 365 
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Val His Glu Asp 
370 

Pro Val Ser Leu 
385 

Ser Val Lys lie 



Thr Leu Lys Tyr 
420 

Glu Arg Gly His 
435 

Glu Ser Phe Val 
450 

Gly His His 
465 



Phe Phe Leu Tyr 
375 

Gly Arg Pro Glu 
390 

Thr Gly Trp Gly 
405 

Trp Thr Ala Ala 



Phe Arg lie Val 
440 

Leu Gly Val Trp 
455 



Lys Gly Gly lie 
380 

Arg Tyr Arg Arg 
395 

Glu Glu Thr Leu 
410 

Asn Ser Trp Gly 
425 

Arg Gly Val Asn 



Gly Arg Val Gly 
460 



Tyr Ser His Thr 



His Gly Thr His 
400 

Pro Asp Gly Arg 
415 

Pro Ala Trp Gly 
430 

Glu Cys Asp lie 
445 

Met Glu Asp Met 



<210> 64 

<211> 3353 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MOD_RES 
<222> (1891) 
<223> Any amino 

<400> 64 
Met Cys Glu Asn 
1 

Asp Val Glu Gly 
20 

Lys lie Phe Thr 
35 

Cys Phe Lys Glu 
50 

Ala Leu lie Asn 
65 

Leu Cys Lys His 



Glu Ser Asn Gin 
100 

Glu Gly Ser Thr 
115 



acid 



Cys Ala Asp Leu 
5 

Gly Asp Gly Leu 



Tyr lie Asn Ser 
40 

Tyr Lys His Leu 
55 

Leu Val lie Ala 
70 

Cys Thr Thr lie 
85 

Ala Glu Glu Pro 



Glu Arg Gin Lys 
120 



Val Glu Val Leu 
10 

Gin Leu Arg Lys 
25 

Trp Thr Gin Arg 



Glu lie Phe Asn 
60 

Gin Val Gin Val 
75 

Asn lie Asp Ser 
90 

Leu Asn lie Asp 
105 

Ser lie Glu Lys 



Asn Glu lie Ser 
15 

Glu His Thr Leu 
30 

Gin Cys Leu Cys 
45 

Gin Val Val Cys 



Leu Arg Asp Gin 
80 

Thr Trp Gin Asp 
95 

Arg Glu Cys Asn 
110 

Lys Ser Asn Ser 
125 
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Thr Arg lie Cys Asn Leu Thr Glu Glu Glu Ser Ser Lys Ser Ser Asp 
130 135 140 

Pro Phe Ser Leu Trp Ser Thr Asp Glu Lys Glu Lys Leu Leu Leu Cys 
145 150 155 160 

Val Ala Lys lie Phe Gin lie Gin Phe Pro Leu Tyr Thr Ala Tyr Lys 
165 170 175 

His Asn Thr His Pro Thr lie Glu Asp lie Ser Thr Gin Glu Ser Asn 
180 185 190 

lie Leu Gly Ala Phe Cys Asp Met Asn Asp Val Glu Val Pro Leu His 
195 200 205 

Leu Leu Arg Tyr Val Cys Leu Phe Cys Gly Lys Asn Gly Leu Ser Leu 
210 215 • 220 

Met Lys Asp Cys Phe Glu Tyr Gly Thr Pro Glu Thr Leu Pro Phe Leu 
225 230 235 240 

lie Ala His Ala Phe lie Thr Val Val Ser Asn lie Arg lie Trp Leu 
245 250 255 

His lie Pro Ala Val Met Gin His lie lie Pro Phe Arg Thr Tyr Val 
260 265 270 

lie Arg Tyr Leu Cys Lys Leu Ser Asp Gin Glu Leu Arg Gin Ser Ala 
275 280 285 

Ala Arg Asn Met Ala Asp Leu Met Trp Ser Thr Val Lys Glu Pro Leu 
290 295 300 

Asp Thr Thr Leu Cys Phe Asp Lys Glu Ser Leu Asp Leu Ala Phe Lys 
305 310 315 320 

Tyr Phe Met Ser Pro Thr Leu Thr Met Arg Leu Ala Gly Leu Ser Gin 
325 330 335 

lie Thr Asn Gin Leu His Thr Phe Asn Asp Val Cys Asn Asn Glu Ser 
340 345 350 

Leu Val Ser Asp Thr Glu Thr Ser lie Ala Lys Glu Leu Ala Asp Trp 
355 360 365 

Leu lie Ser Asn Asn Val Val Glu His lie Phe Gly Pro Asn Leu His 
370 375 380 

lie Glu lie lie Lys Gin Cys Gin Val lie Leu Asn Phe Leu Ala Ala 
385 390 395 400 

Glu Gly Arg Leu Ser Thr Gin His lie Asp Cys lie Trp Ala Ala Ala 
405 410 415 

Gin Leu Lys His Cys Ser Arg Tyr lie His Asp Leu Phe Pro Ser Leu 
420 425 430 
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lie Lys Asn Leu Asp Pro Val Pro Leu Arg His Leu Leu Asn Leu Val 
435 440 445 

Ser Ala Leu Glu Pro Ser Val His Thr Glu Gin Thr Leu Tyr Leu Ala 
450 455 460 

Ser Met Leu lie Lys Ala Leu Trp Asn Asn Ala Leu Ala Ala Lys Ala 
465 470 475 480 

Gin Leu Ser Lys Gin Ser Ser Phe Ala Ser Leu Leu Asn Thr Asn lie 
485 490 495 

Pro lie Gly Asn Lys Lys Glu Glu Glu Glu Leu Arg Arg Thr Ala Pro 
500 505 510 

Ser Pro Trp Ser Pro Ala Ala Ser Pro Gin Ser Ser Asp Asn Ser Asp 
515 520 525 

Thr His Gin Ser Gly Gly Ser Asp lie Glu Met Asp Glu Gin Leu lie 
530 535 540 

Asn Arg Thr Lys His Val Gin Gin Arg Leu Ser Asp Thr Glu Glu Ser 
545 550 555 560 

Met Gin Gly Ser Ser Asp Glu Thr Ala Asn Ser Gly Glu Asp Gly Ser 
565 570 575 

Ser Gly Pro Gly Ser Ser Ser Gly His Ser Asp Gly Ser Ser Asn Glu 
580 585 590 

Val Asn Ser Ser His Ala Ser Gin Ser Ala Gly Ser Pro Gly Ser Glu 
595 600 605 

Val Gin Ser Glu Asp lie Ala Asp lie Glu Ala Leu Lys Glu Glu Asp 
610 615 620 

Glu Asp Asp Asp His Gly His Asn Pro Pro Lys Ser Ser Cys Gly Thr 
625 630 635 640 

Asp Leu Arg Asn Arg Lys Leu Glu Ser Gin Ala Gly lie Cys Leu Gly 
645 650 655 

Asp Ser Gin Gly Thr Ser Glu Arg Asn Gly Thr Ser Ser Gly Thr Gly 
660 665 670 

Lys Asp Leu Val Phe Asn Thr Glu Ser Leu Pro Ser Val Asp Asn Arg 
675 680 685 

Met Arg Met Leu Asp Ala Cys Ser His Ser Glu Asp Pro Glu His Asp 
690 695 700 

lie Ser Gly Glu Met Asn Ala Thr His lie Ala Gin Gly Ser Gin Glu 
705 710 715 720 

Ser Cys lie Thr Arg Thr Gly Asp Phe Leu Gly Glu Thr lie Gly Asn 
725 730 735 
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Glu Leu Phe Asn Cys Arg Gin Phe lie Gly Pro Gin His His His His 
740 745 750 

His His His His His His His His Asp Gly His Met Val Asp Asp Met 
755 760 765 

Leu Ser Ala Asp Asp Val Ser Cys Ser Ser Ser Gin Val Ser Ala Lys 
770 775 780 

Ser Glu Lys Asn Met Ala Asp Phe Asp Gly Glu Glu Ser Gly Cys Glu 
785 790 795 800 

Glu Glu Leu Val Gin lie Asn Ser His Ala Glu Leu Thr Ser His Leu 
805 810 815 

Gin Gin His Leu Pro Asn Leu Ala Ser lie Tyr His Glu His Leu Ser 
820 825 830 

Gin Gly Pro Val Val His Lys His Gin Phe Asn Ser Asn Ala Val Thr 
835 840 845 

Asp lie Asn Leu Asp Asn Val Cys Lys Lys Gly Asn Thr Leu Leu Trp 
850 855 860 

Asp lie Val Gin Asp Glu Asp Ala Val Asn Leu Ser Glu Gly Leu lie 
865 870 875 880 

Asn Glu Ala Glu Lys Leu Leu Cys Ser Leu Val Cys Trp Phe Thr Asp 
885 890 895 

Arg Gin lie Arg Met Arg Phe lie Glu Gly Cys Leu Glu Asn Leu Gly- 
900 905 910 

Asn Asn Arg Ser Val Val lie Ser Leu Arg Leu Leu Pro Lys Leu Phe 
915 920 925 

Gly Thr Phe Gin Gin Phe Gly Ser Ser Tyr Asp Thr His Trp lie Thr 
930 935 940 

Met Trp Ala Glu Lys Glu Leu Asn Met Met Lys Leu Phe Phe Asp Asn 
945 950 955 960 

Leu Val Tyr Tyr lie Gin Thr Val Arg Glu Gly Arg Gin Lys His Ala 
965 970 975 

Leu Tyr Ser His Ser Ala Glu Val Gin Val Arg Leu Gin Phe Leu Thr 
980 985 990 

Cys Val Phe Ser Thr Leu Gly Ser Pro Asp His Phe Arg Leu Ser Leu 
995 1000 1005 

Glu Gin Val Asp lie Leu Trp His Cys Leu Val Glu Asp Ser Glu Cys 
1010 1015 1020 

Tyr Asp Asp Ala Leu His Trp Phe Leu Asn Gin Val Arg Ser Lys Asp 
1025 1030 1035 1040 
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Gin His Ala Met Gly Met Glu Thr Tyr Lys His Leu Phe Leu Glu Lys 
1045 1050 1055 

Met Pro Gin Leu Lys Pro Glu Thr lie Ser Met Thr Gly Leu Asn Leu 
1060 1065 1070 

Phe Gin His Leu Cys Asn Leu Ala Arg Leu Ala Thr Ser Ala Tyr Asp 
1075 1080 1085 

Gly Cys Ser Asn Ser Glu Leu Cys Gly Met Asp Gin Phe Trp Gly lie 
1090 1095 1100 

Ala Leu Arg Ala Gin Ser Gly Asp Val Ser Arg Ala Ala lie Gin Tyr 
1105 1110 1115 1120 

lie Asn Ser Tyr Tyr lie Asn Gly Lys Thr Gly Leu Glu Lys Glu Gin 
1125 1130 1135 

Glu Phe lie Ser Lys Cys Met Glu Ser Leu Met lie Ala Ser Ser Ser 
1140 1145 1150 

Leu Glu Gin Glu Ser His Ser Ser Leu Met Val lie Glu Arg Gly Leu 
1155 1160 1165 

Leu Met Leu Lys Thr His Leu Glu Ala Phe Arg Arg Arg Phe Ala Tyr 
1170 1175 1180 

His Leu Arg Gin Trp Gin lie Glu Gly Thr Gly lie Ser Ser His Leu 
1185 1190 1195 1200 

Lys Ala Leu Ser Asp Lys Gin Ser Leu Pro Leu Arg Val Val Cys Gin 
1205 1210 1215 

Pro Ala Gly Leu Pro Asp Lys Met Thr lie Glu Met Tyr Pro Ser Asp 
1220 1225 1230 

Gin Val Ala Asp Leu Arg Ala Glu Val Thr His Trp Tyr Glu Asn Leu 
1235 1240 1245 

Gin Lys Glu Gin lie Asn Gin Gin Ala Gin Leu Gin Glu Phe Gly Gin 
• 1250 1255 1260 



Ser Asn Arg Lys Gly Glu 
1265 1270 

Met lie Ser Ser Gly His 
1285 

Leu His Glu Leu Gly Phe 
1300 

Gly Ala Pro Arg Arg Glu 
1315 



Phe Pro Gly Gly Leu 
1275 

Glu Leu Thr Thr Asp 
1290 

Lys Asp Met Gin Met 
1305 

Arg Lys Gly Glu Gly 
1320 



Met Gly Pro Val Arg 
1280 

Tyr Asp Glu Lys Ala 
1295 

Val Phe Val Ser Leu 
1310 

Val Gin Leu Pro Ala 
1325 



Ser Cys Leu Pro Pro Pro Gin Lys Asp Asn lie Pro Met Leu Leu Leu 
1330 1335 1340 
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Leu Gin Glu Pro His Leu Thr Thr Leu Phe Asp Leu Leu Glu Met Leu 
1345 1350 1355 1360 

Ala Ser Phe Lys Pro Pro Ser Gly Lys Val Ala Val Asp Asp Ser Glu 
1365 1370 1375 

Ser Leu Arg Cys Glu Glu Leu His Leu His Ala Glu Asn Leu Ser Arg 
1380 1385 1390 

Arg Val Trp Glu Leu Leu Met Leu Leu Pro Thr Cys Pro Asn Met Leu 
1395 1400 1405 

Met Ala Phe Gin Asn He Ser Asp Glu Gin Ser Phe Lys Ala Gin Ser 
1410 1415 1420 

Asp His Arg Ser Arg His Glu Val Ser His Tyr Ser Met Trp Leu Leu 
1425 1430 1435 1440 

Val Ser Trp Ala His Cys Cys Ser Leu Val Lys Ser Ser Leu Ala Asp 
1445 1450 1455 

Ser Asp His Leu Gin Asp Trp Leu Lys Lys Leu Thr Leu Leu He Pro 
1460 1465 1470 

Glu Thr Ala Val Arg His Glu Ser Cys Ser Gly Leu Tyr Lys Leu Ser 
1475 1480 1485 

Leu Ser Gly Leu Asp Gly Gly Asp Ser He Asn Arg Ser Phe Leu Leu 
1490 1495 1500 

Leu Ala Ala Ser Thr Leu Leu Lys Phe Leu Pro Asp Ala Gin Ala Leu 
1505 1510 1515 1520 

Lys Pro He Arg He Asp Asp Tyr Glu Glu Glu Pro He Leu Lys Pro 
1525 1530 1535 

Gly Cys Lys Glu Tyr Phe Trp Leu Leu Cys Lys Leu Val Asp Asn He 
1540 1545 1550 

His He Lys Asp Ala Ser Gin Thr Thr Leu Leu Asp Leu Asp Ala Leu 
1555 1560 1565 

Ala Arg His Leu Ala Asp Cys He Arg Ser Arg Glu He Leu Asp His 
1570 1575 1580 

Gin Asp Gly Asn Val Glu Asp Asp Gly Leu Thr Gly Leu Leu Arg Leu 
1585 1590 1595 1600 

Ala Thr Ser Val Val Lys His Lys Pro Pro Phe Lys Phe Ser Arg Glu 
1605 1610 1615 

Gly Gin Glu Phe Leu Arg Asp He Phe Asn Leu Leu Phe Leu Leu Pro 
1620 1625 1630 



Ser Leu Lys Asp Arg Gin Gin Pro Lys Cys Lys Ser His Ser Ser Arg 
1635 1640 1645 
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Ala Ala Ala Tyr Asp Leu Leu Val Glu Met Val Lys Gly Ser Val Glu 
1650 1655 1660 

Asn Tyr Arg Leu lie His Asn Trp Val Met Ala Gin His Met Gin Ser 
1665 1670 1675 1680 

His Ala Pro Tyr Lys Trp Asp Tyr Trp Pro His Glu Asp Val Arg Ala 
1685 1690 1695 

Glu Cys Arg Phe Val Gly Leu Thr Asn Leu Gly Ala Thr Cys Tyr Leu 
1700 1705 1710 

Ala Ser Thr lie Gin Gin Leu Tyr Met lie Pro Glu Ala Arg Gin Ala 
1715 1720 1725 

Val Phe Thr Ala Lys Tyr Ser Glu Asp Met Lys His Lys Thr Thr Leu 
1730 1735 . 1740 

Leu Glu Leu Gin Lys Met Phe Thr Tyr Leu Met Glu Ser Glu Cys Lys 
1745 1750 1755 1760 

Ala Tyr Asn Pro Arg Pro Phe Cys Lys Thr Tyr Thr Met Asp Lys Gin 
1765 1770 1775 

Pro Leu Asn Thr Gly Glu Gin Lys Asp Met Thr Glu Phe Phe Thr Asp 
1780 1785 1790 

Leu lie Thr Lys lie Glu Glu Met Ser Pro Glu Leu Lys Asn Thr Val 
1795 1800 1805 

Lys Ser Leu Phe Gly Gly Val lie Thr Asn Asn Val Val Ser Leu Asp 
1810 1815 1820 

Cys Glu His Val Ser Gin Thr Ala Glu Glu Phe Tyr Thr Val Arg Cys 
1825 1830 1835 1840 

Gin Val Ala Asp Met Lys Asn lie Tyr Glu Ser Leu Asp Glu Val Thr 
1845 1850 1855 

lie Lys Asp Thr Leu Glu Gly Asp Asn Met Tyr Thr Cys Ser Gin Cys 
1860 1865 1870 

Gly Lys Lys Val Arg Ala Glu Lys Arg Ala Cys Phe Lys Lys Leu Pro 
1875 1880 1885 

Arg lie Xaa Ser Phe Asn Thr Met Arg Tyr Thr Phe Asn Met Val Thr 
1890 1895 1900 

Met Met Lys Glu Lys Val Asn Thr His Phe Ser Phe Pro Leu Arg Leu 
1905 1910 1915 1920 

Asp Met Thr Pro Tyr Thr Glu Asp Phe Leu Met Gly Lys Ser Glu Arg 
1925 1930 1935 



Lys Glu Gly Phe Lys Glu Val Ser Asp His Ser Lys Asp Ser Glu Ser 
1940 1945 1950 
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Tyr Glu Tyr Asp Leu lie Gly Val Thr Val His Thr Gly Thr Ala Asp 
1955 1960 1965 

Gly Gly His Tyr Tyr Ser Phe lie Arg Asp lie Val Asn Pro His Ala 
1970 1975 1980 

Tyr Lys Asn Asn Lys Trp Tyr Leu Phe Asn Asp Ala Glu Val Lys Pro 
1985 1990 1995 2000 

Phe Asp Ser Ala Gin Leu Ala Ser Glu Cys Phe Gly Gly Glu Met Thr 
2005 2010 2015 

Thr Lys Thr Tyr Asp Ser Val Thr Asp Lys Phe Met Asp Phe Ser Phe 
2020 2025 2030 

Glu Lys Thr His Ser Ala Tyr Met Leu Phe Tyr Lys Arg Met Glu Pro 
2035 2040 2045 

Glu Glu Glu Asn Gly Arg Glu Tyr Lys Phe Asp Val Ser Ser Glu Leu 
2050 2055 2060 

Leu Glu Trp lie Trp His Asp Asn Met Gin Phe Leu Gin Asp Lys Asn 
2065 2070 2075 2080 

lie Phe Glu His Thr Tyr Phe Gly Phe Met Trp Gin Leu Cys Ser Cys 
2085 2090 2095 

lie Pro Ser Thr Leu Pro Asp Pro Lys Ala Val Ser Leu Met Thr Ala 
2100 2105 2110 

Lys Leu Ser Thr Ser Phe Val Leu Glu Thr Phe lie His Ser Lys Glu 
2115 2120 2125 

Lys Pro Thr Met Leu Gin Trp lie Glu Leu Leu Thr Lys Gin Phe Asn 
2130 2135 2140 

Asn Ser Gin Ala Ala Cys Glu Trp Phe Leu Asp Arg Met Ala Asp Asp 
2145 2150 2155 2160 

Asp Trp Trp Pro Met Gin lie Leu lie Lys Cys Pro Asn Gin lie Val 
2165 2170 2175 

Arg Gin Met Phe Gin Arg Leu Cys lie His Val lie Gin Arg Leu Arg 
2180 2185 2190 

Pro Val His Ala His Leu Tyr Leu Gin Pro Gly Met Glu Asp Gly Ser 
2195 2200 2205 

Asp Asp Met Asp Thr Ser Val Glu Asp lie Gly Gly Arg Ser Cys Val 
2210 2215 2220 

Thr Arg Phe Val Arg Thr Leu Leu Leu lie Met Glu His Gly Val Lys 
2225 2230 2235 2240 



Pro His Ser Lys His Leu Thr Glu Tyr Phe Ala Phe Leu Tyr Glu Phe 
2245 2250 2255 



54 



Ala Lys Met Gly Glu Glu Glu Ser Gin Phe Leu Leu Ser Leu Gin Ala 
2260 2265 2270 

lie Ser Thr Met Val His Phe Tyr Met Gly Thr Lys Gly Pro Glu Asn 
2275 2280 2285 

Pro Gin Val Glu Val Leu Ser Glu Glu Glu Gly Gly Glu Glu Glu Glu 
2290 2295 2300 

Glu Glu Asp lie Leu Ser Leu Ala Glu Glu Lys Tyr Arg Pro Ala Ala 
2305 2310 2315 2320 

Leu Glu Lys Met lie Ala Leu Val Ala Leu Leu Val Glu Gin Ser Arg 
2325 2330 2335 

Ser Glu Arg His Leu Thr Leu Ser Gin Thr Asp Met Ala Ala Leu Thr 
2340 2345 2350 

Gly Gly Lys Gly Phe Pro Phe Leu Phe Gin His lie Arg Asp Gly lie 
2355 2360 2365 



Asn lie Arg Gin 
2370 

Asn Arg Leu Ala 
2385 

Lys Leu Thr Pro 



Leu Met Glu Phe 
2420 



Thr Cys Asn Leu 
2375 

Glu His lie Val 
2390 

Glu Ala Ala Asn 
405 

Ala Gly Gly Pro 



lie Phe Ser Leu 
2380 

Ser Met Leu Phe 
2395 

Pro Phe Phe Lys 
2410 

Pro Gly Met Pro 
425 



Cys Arg Tyr Asn 

Thr Ser lie Ala 
2400 

Leu Leu Thr Met 
2415 

Pro Phe Ala Ser- 
2430 



Tyr lie Leu Gin Arg lie Trp Glu Val lie Glu Tyr Asn Pro Ser Gin 
2435 2440 2445 

Cys Leu Asp Trp Leu Ala Val Gin Thr Pro Arg Asn Lys Leu Ala His 
2450 2455 2460 

Ser Trp Val Leu Gin Asn Met Glu Asn Trp Val Glu Arg Phe Leu Leu 
2465 2470 2475 2480 

Ala His Asn Tyr Pro Arg Val Arg Thr Ser Ala Ala Tyr Leu Leu Val 
2485 2490 2495 

Ser Leu lie Pro Ser Asn Ser Phe Arg Gin Met Phe Arg Ser Thr Arg 
2500 2505 2510 

Ser Leu His lie Pro Thr Arg Asp Leu Pro Leu Ser Pro Asp Thr Thr 
2515 2520 2525 

Val Val Leu His Gin Val Tyr Asn Val Leu Leu Gly Leu Leu Ser Arg 
2530 2535 2540 



Ala Lys Leu Tyr Val Asp Ala Ala Val His Gly Thr Thr Lys Leu Val 
2545 2550 2555 2560 
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Pro Tyr Phe Ser Phe Met Thr Tyr Cys Leu He Ser Lys Thr Glu Lys 
2565 2570 2575 

Leu Met Phe Ser Thr Tyr Phe Met Asp Leu Trp Asn Leu Phe Gin Pro 
2580 2585 2590 

Lys Leu Ser Glu Pro Ala He Ala Thr Asn His Asn Lys Gin Ala Leu 
2595 2600 2605 

Leu Ser Phe Trp Tyr Asn Val Cys Ala Asp Cys Pro Glu Asn He Arg 
2610 2615 2620 

Leu He Val Gin Asn Pro Val Val Thr Lys Asn He Ala Phe Asn Tyr 
2625 2630 2635 2640 

He Leu Ala Asp His Asp Asp Gin Asp Val Val Leu Phe Asn Arg Gly 
2645 2650 2655 

Met Leu Pro Ala Tyr Tyr Gly He Leu Arg Leu Cys Cys Glu Gin Ser 
2660 2665 2670 

Pro Ala Phe Thr Arg Gin Leu Ala Ser His Gin Asn He Gin Trp Ala 
2675 2680 2685 

Phe Lys Asn Leu Thr Pro His Ala Ser Gin Tyr Pro Gly Ala Val Glu 
2690 2695 2700 

Glu Leu Phe Asn Leu Met Gin Leu Phe He Ala Gin Arg Pro Asp Met 
2705 2710 2715 2720 

Arg Glu Glu Glu Leu Glu Asp He Lys Gin Phe Lys Lys Thr Thr He 
2725 2730 2735 

Ser Cys Tyr Leu Arg Cys Leu Asp Gly Arg Ser Cys Trp Thr Thr Leu 
2740 2745 2750 

He Ser Ala Phe Arg He Leu Leu Glu Ser Asp Glu Asp Arg Leu Leu 
2755 2760 2765 

Val Val Phe Asn Arg Gly Leu He Leu Met Thr Glu Ser Phe Asn Thr 
2170 2775 2780 

Leu His Met Met Tyr His Glu Ala Thr Ala Cys His Val Thr Gly Asp 
2785 2790 2795 2800 

Leu Val Glu Leu Leu Ser He Phe Leu Ser Val Leu Lys Ser Thr Arg 
2805 2810 2815 

Pro Tyr Leu Gin Arg Lys Asp Val Lys Gin Ala Leu He Gin Trp Gin 
2820 2825 2830 

Glu Arg He Glu Phe Ala His Lys Leu Leu Thr Leu Leu Asn Ser Tyr 
2835 2840 2845 



Ser Pro Pro Glu Leu Arg Asn Ala Cys He Asp Val Leu Lys Glu Leu 
2850 2855 2860 
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Val Leu Leu Ser Pro His Asp Phe Leu His Thr Leu Val Pro Phe Leu 
2865 2870 2875 2880 

Gin His Asn His Cys Thr Tyr His His Ser Asn lie Pro Met Ser Leu 
2885 2890 2895 

Gly Pro Tyr Phe Pro Cys Arg Glu Asn lie Lys Leu lie Gly Gly Lys 
2900 2905 2910 

Ser Asn lie Arg Pro Pro Arg Pro Glu Leu Asn Met Cys Leu Leu Pro 
2915 2920 2925 

Thr Met Val Glu Thr Ser Lys Gly Lys Asp Asp Val Tyr Asp Arg Met 
2930 2935 2940 

Leu Leu Asp Tyr Phe Phe Ser Tyr His Gin Phe lie His Leu Leu Cys 
2945 2950 2955 2960 

Arg Val Ala lie Asn Cys Glu Lys Phe Thr Glu Thr Leu Val Lys Leu 
2965 2970 2975 

Ser Val Leu Val Ala Tyr Glu Gly Leu Pro Leu His Leu Ala Leu Phe 
2980 2985 2990 

Pro Lys Leu Trp Thr Glu Leu Cys Gin Thr Gin Ser Ala Met Ser Lys 
2995 3000 3005 

Asn Cys lie Lys Leu Leu Cys Glu Asp Pro Val Phe Ala Glu Tyr lie 
3010 3015 3020 

Lys Cys lie Leu Met Asp Glu Arg Thr Phe Leu Asn Asn Asn lie Val 
3025 3030 3035 3040 

Tyr Thr Phe Met Thr His Phe Leu Leu Lys Val Gin Ser Gin Val Phe 
3045 3050 3055 

Ser Glu Ala Asn Cys Ala Asn Leu lie Ser Thr Leu lie Thr Asn Leu 
3060 3065 3070 

lie Ser Gin Tyr Gin Asn Leu Gin Ser Asp Phe Ser Asn Arg Val Glu 
3075 3080 3085 

lie Ser Lys Ala Ser Ala Ser Leu Asn Gly Asp Leu Arg Ala Leu Ala 
3090 3095 3100 

Leu Leu Leu Ser Val His Thr Pro Lys Gin Leu Asn Pro Ala Leu lie 
3105 3110 3115 3120 

Pro Thr Leu Gin Glu Leu Leu Ser Lys Cys Arg Thr Cys Leu Gin Gin 
3125 3130 3135 

Arg Asn Ser Leu Gin Glu Gin Glu Ala Lys Glu Arg Lys Thr Lys Asp 
3140 3145 3150 

Asp Glu Gly Ala Thr Pro lie Lys Arg Arg Arg Val Ser Ser Asp Glu 
3155 3160 3165 
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Glu His Thr Val Asp Ser Cys lie Ser Asp Met Lys Thr Glu Thr Arg 
3170 3175 3180 

Glu Val Leu Thr Pro Thr Ser Thr Ser Asp Asn Glu Thr Arg Asp Ser 
3185 3190 3195 3200 

Ser lie lie Asp Pro Gly Thr Glu Gin Asp Leu Pro Ser Pro Glu Asn 
3205 3210 3215 

Ser Ser Val Lys Glu Tyr Arg Met Glu Val Pro Ser Ser Phe Ser Glu 
3220 3225 3230 

Asp Met Ser Asn lie Arg Ser Gin His Ala Glu Glu Gin Ser Asn Asn 
3235 3240 3245 

Gly Arg Tyr Asp Asp Cys Lys Glu Phe Lys Asp Leu His Cys Ser Lys 
3250 3255 - 3260 

Asp Ser Thr Leu Ala Glu Glu Glu Ser Glu Phe Pro Ser Thr Ser lie 
3265 3270 3275 3280 

Ser Ala Val Leu Ser Asp Leu Ala Asp Leu Arg Ser Cys Asp Gly Gin 
3285 3290 3295 

Ala Leu Pro Ser Gin Asp Pro Glu Val Ala Leu Ser Leu Ser Cys Gly 
3300 3305 3310 

His Ser Arg Gly Leu Phe Ser His Met Gin Gin His Asp lie Leu Asp 
3315 3320 3325 

Thr Leu Cys Arg Thr He Glu Ser Thr He His Val Val Thr Arg He 
3330 3335 3340 

Ser Gly Lys Gly Asn Gin Ala Ala Ser 
3345 3350 



<210> 65 
<211> 980 
<212> PRT 

<213> Homo sapiens 
<400> 65 

Met Ser Pro Leu Lys He His Gly Pro He Arg He Arg Ser Met Gin 
15 10 15 

Thr Gly He Thr Lys Trp Lys Glu Gly Ser Phe Glu He Val Glu Lys 
20 25 30 

Glu Asn Lys Val Ser Leu Val Val His Tyr Asn Thr Gly Gly He Pro 
35 40 45 

Arg He Phe Gin Leu Ser His Asn He Lys Asn Val Val Leu Arg Pro 
50 55 60 



Ser Gly Ala Lys Gin Ser Arg Leu Met Leu Thr Leu Gin Asp Asn Ser 
65 70 75 80 
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Phe Leu Ser lie Asp Lys Val Pro Ser Lys Asp Ala Glu Glu Met Arg 
85 90 95 

Leu Phe Leu Asp Ala Val His Gin Asn Arg Leu Pro Ala Ala Met Lys 
100 105 110 

Pro Ser Gin Gly Ser Gly Ser Phe Gly Ala lie Leu Gly Ser Arg Thr 
115 120 125 

Ser Gin Lys Glu Thr Ser Arg Gin Leu Ser Tyr Ser Asp Asn Gin Ala 
130 135 140 

Ser Ala Lys Arg Gly Ser Leu Glu Thr Lys Asp Asp lie Pro Phe Arg 
145 150 155 160 

Lys Val Leu Gly Asn Pro Gly Arg Gly Ser lie Lys Thr Val Ala Gly 
165 170 175 

Ser Gly lie Ala Arg Thr lie Pro Ser Leu Thr Ser Thr Ser Thr Pro 
180 185 190 

Leu Arg Ser Gly Leu Leu Glu Asn Arg Thr Glu Lys Arg Lys Arg Met 
195 200 205 

lie Ser Thr Gly Ser Glu Leu Asn Glu Asp Tyr Pro Lys Glu Asn Asp 
210 215 220 

Ser Ser Ser Asn Asn Lys Ala Met Thr Asp Pro Ser Arg Lys Tyr Leu 
225 230 235 240 

Thr Ser Ser Arg Glu Lys Gin Leu Ser Leu Lys Gin Ser Glu Glu Asn 
245 250 255 

Arg Thr Ser Gly Gly Leu Leu Pro Leu Gin Ser Ser Ser Phe Tyr Gly 
260 265 270 

Ser Arg Ala Gly Ser Lys Glu His Ser Ser Gly Gly Thr Asn Leu Asp 
275 280 285 

Arg Thr Asn Val Ser Ser Gin Thr Pro Ser Ala Lys Arg Ser Leu Gly 
290 295 300 

Phe Leu Pro Gin Pro Val Pro Leu Ser Val Lys Lys Leu Arg Cys Asn 
305 310 315 320 

Gin Asp Tyr Thr Gly Trp Asn Lys Pro Arg Val Pro Leu Ser Ser His 
325 330 335 

Gin Gin Gin Gin Leu Gin Gly Phe Ser Asn Leu Gly Asn Thr Cys Tyr 
340 345 350 

Met Asn Ala lie Leu Gin Ser Leu Phe Ser Leu Gin Ser Phe Ala Asn 
355 360 365 



Asp Leu Leu Lys Gin Gly lie Pro Trp Lys Lys lie Pro Leu Asn Ala 
370 375 380 
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Leu lie Arg Arg Phe Ala His Leu Leu Val Lys Lys Asp lie Cys Asn 
385 390 395 400 

Ser Glu Thr Lys Lys Asp Leu Leu Lys Lys Val Lys Asn Ala lie Ser 
405 410 415 

Ala Thr Ala Glu Arg Phe Ser Gly Tyr Met Gin Asn Asp Ala His Glu 
420 425 430 

Phe Leu Ser Gin Cys Leu Asp Gin Leu Lys Glu Asp Met Glu Lys Leu 
435 440 445 

Asn Lys Thr Trp Lys Thr Glu Pro Val Ser Gly Glu Glu Asn Ser Pro 
450 455 460 

Asp lie Ser Ala Thr Arg Ala Tyr Thr Cys Pro Val lie Thr Asn Leu 
465 470 475 480 

Glu Phe Glu Val Gin His Ser lie lie Cys Lys Ala Cys Gly Glu lie 
485 490 495 

lie Pro Lys Arg Glu Gin Phe Asn Asp Leu Ser lie Asp Leu Pro Arg 
500 505 510 

Arg Lys Lys Pro Leu Pro Pro Arg Ser lie Gin Asp Ser Leu Asp Leu 
515 520 525 

Phe Phe Arg Ala Glu Glu Leu Glu Tyr Ser Cys Glu Lys Cys Gly Gly 
530 535 540 

Lys Cys Ala Leu Val Arg His Lys Phe Asn Arg Leu Pro Arg Val Leu 
545 550 555 560 

lie Leu His Leu Lys Arg Tyr Ser Phe Asn Val Ala Leu Ser Leu Asn 
565 570 575 

Asn Lys lie Gly Gin Gin Val lie lie Pro Arg Tyr Leu Thr Leu Ser 
580 585 590 

Ser His Cys Thr Glu Asn Thr Lys Pro Pro Phe Thr Leu Gly Trp Ser 
595 600 605 

Ala His Met Ala Met Ser Arg Pro Leu Lys Ala Ser Gin Met Val Asn 
610 615 620 

Ser Cys lie Thr Ser Pro Ser Thr Pro Ser Lys Lys Phe Thr Phe Lys 
625 630 635 640 

Ser Lys Ser Ser Leu Ala Leu Cys Leu Asp Ser Asp Ser Glu Asp Glu 
645 650 655 

Leu Lys Arg Ser Val Ala Leu Ser Gin Arg Leu Cys Glu Met Leu Gly 
660 665 670 



Asn Glu Gin Gin Gin Glu Asp Leu Glu Lys Asp Ser Lys Leu Cys Pro 
675 680 685 
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lie Glu Pro Asp Lys Ser Glu Leu Glu Asn Ser Gly Phe Asp Arg Met 
690 695 700 

Ser Glu Glu Glu Leu Leu Ala Ala Val Leu Glu lie Ser Lys Arg Asp 
705 710 715 720 

Ala Ser Pro Ser Leu Ser His Glu Asp Asp Asp Lys Pro Thr Ser Ser 
725 730 735 

Pro Asp Thr Gly Phe Ala Glu Asp Asp lie Gin Glu Met Pro Glu Asn 
740 745 750 

Pro Asp Thr Met Glu Thr Glu Lys Pro Lys Thr lie Thr Glu Leu Asp 
755 760 765 

Pro Ala Ser Phe Thr Glu lie Thr Lys Asp Cys Asp Glu Asn Lys Glu 
770 775 780 

Asn Lys Thr Pro Glu Gly Ser Gin Gly Glu Val Asp Trp Leu Gin Gin 
785 790 795 800 

Tyr Asp Met Glu Arg Glu Arg Glu Glu Gin Glu Leu Gin Gin Ala Leu 
805 810 815 

Ala Gin Ser Leu Gin Glu Gin Glu Ala Trp Glu Gin Lys Glu Asp Asp 
820 825 830 

Asp Leu Lys Arg Ala Thr Glu Leu Ser Leu Gin Glu Phe Asn Asn Ser 
835 840 845 

Phe Val Asp Ala Leu Gly Ser Asp Glu Asp Ser Gly Asn Glu Asp Val 
850 855 860 

Phe Asp Met Glu Tyr Thr Glu Ala Glu Ala Glu Glu Leu Lys Arg Asn 
865 870 875 880 

Ala Glu Thr Gly Asn Leu Pro His Ser Tyr Arg Leu lie Ser Val Val 
885 890 895 

Ser His lie Gly Ser Thr Ser Ser Ser Gly His Tyr lie Ser Asp Val 
900 905 910 

Tyr Asp lie Lys Lys Gin Ala Trp Phe Thr Tyr Asn Asp Leu Glu Val 
915 920 925 

Ser Lys lie Gin Glu Ala Ala Val Gin Ser Asp Arg Asp Arg Ser Gly 
930 935 940 

Tyr lie Phe Phe Tyr Met His Lys Glu lie Phe Asp Glu Leu Leu Glu 
945 950 955 960 

Thr Glu Lys Asn Ser Gin Ser Leu Ser Thr Glu Val Gly Lys Thr Thr 
965 970 975 



Arg Gin Ala Ser 
980 
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<210> 66 
<211> 953 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Met Thr Leu Leu Ala Pro Trp Tyr Thr Gly Pro Met lie Pro Met Asp 
1 5 10 15 

Val Asn Glu Pro Ser Ser Val Thr Thr Ala Pro Thr Leu Ser Ser Ser 
20 25 30 

Leu Gin His lie Ser Ser Phe Leu Ala Thr Gly Lys Lys Leu Ser Leu 
35 40 45 

His Phe Gly His Pro Arg Glu Cys Glu Val Thr Arg lie Asp Asp Lys 
50 55 60 

Asn Arg Arg Gly Leu Glu Asp Ser Glu Pro Gly Ala Lys Leu Phe Asn 
65 70 75 80 

Asn Asp Gly Val Cys Cys Cys Leu Gin Lys Arg Gly Pro Val Asn lie 
85 . 90 95 

Thr Ser Val Cys Val Ser Pro Arg Thr Leu Gin lie Ser Val Phe Val 
100 105 110 

Leu Ser Glu Lys Tyr Glu Gly lie Val Lys Phe Glu Ser Asp Glu Leu 
115 120 125 

Pro Phe Gly Val lie Gly Ser Asn lie Gly Asp Ala His Phe Gin Glu 
130 135 140 

Phe Arg Ala Gly lie Ser Trp Lys Pro Val Val Asp Pro Asp Asp Pro 
145 150 155 160 

lie Pro Gin Phe Pro Asp Cys Cys Ser Ser Ser Ser Ser Arg lie Pro 
165 170 175 

Ser Val Ser Val Leu Val Ala Val Pro Leu Val Ala Gly His Lys Gly 
180 185 190 

Gin Ala Phe lie Glu Arg Met Leu Gly Cys Phe Lys Glu Leu Lys Gin 
195 200 205 

Glu Leu Thr Gin Glu Gly Pro Gly Gly Gly His Pro Arg Ser Ala Trp 
210 215 220 

Pro Pro Arg Arg His Ala Gin Trp Pro Pro Glu Pro Cys Glu Gin Gly 
225 230 235 240 

Glu Glu Pro Pro Pro Val Glu Ala Glu Glu Val Glu Glu Ala Glu Thr 
245 250 255 

Ala Glu Lys Ala Glu Arg Lys Val Glu Ala Glu Ala Lys Val Glu Gly 
260 265 270 
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Lys Ala Glu Ala Ala Gly Lys Ala Glu Ala Ala Gly Lys Val Asp Ala 
275 280 285 

Thr Glu Lys Val Glu Thr Ala Gly Lys Val Asp Ala Ala Gly Lys Val 
290 295 300 

Glu Thr Ala Glu Gly Pro Gly Arg Arg Ala Glu Leu Lys Leu Glu Pro 
305 310 315 320 

Glu Pro Glu Pro Val Arg Glu Ala Glu Gin Glu Pro Lys Gin Glu Leu 
325 330 335 

Glu Asp Glu Asn Pro Ala Arg Ser Gly Gly Gly Gly Asn Ser Asp Glu 
340 345 350 

Val Pro Pro Pro Thr Leu Pro Ser Asp Pro Pro Arg Pro Pro Asp Pro 
355 360 ■ 365 

Ser Pro Arg Arg Ser Arg Ala Pro Arg Arg Arg Pro Arg Pro Arg Pro 
3.70 375 380 

Gin Thr Arg Leu Arg Thr Pro Pro Gin Pro Arg Pro Arg Pro Pro Pro 
385 390 395 400 

Arg Pro Arg Pro Arg Arg Gly Pro Gly Gly Gly Cys Leu Asp Val Asp 
405 410 415 

Phe Ala Val Gly Pro Pro Gly Cys Ser His Val Asn Ser Phe Lys Val 
420 425 430 

Gly Glu Asn Trp Arg Gin Glu Leu Arg Val lie Tyr Gin Cys Phe Val 
435 440 445 

Trp Cys Gly Thr Pro Glu Thr Arg Lys Ser Lys Ala Lys Ser Cys lie 
450 455 460 

Cys His Val Cys Gly Thr His Leu Asn Arg Leu His Ser Cys Leu Ser 
465 470 475 480 . 

Cys Val Phe Phe Gly Cys Phe Thr Glu Lys His. lie His Glu His Ala 
485 490 495 

Glu Thr Lys Gin His Asn Leu Ala Val Asp Leu Tyr Tyr Gly Gly lie 
500 505 510 

Tyr Cys Phe Met Cys Lys Asp Tyr Val Tyr Asp Lys Asp lie Glu Gin 
515 520 525 

lie Ala Lys Glu Glu Gin Gly Glu Ala Leu Lys Leu Gin Ala Ser Thr 
530 535 540 

Ser Thr Glu Val Ser His Gin Gin Cys Ser Val Pro Gly Leu Gly Glu 
545 550 555 560 



Lys Phe Pro Thr Trp Glu Thr Thr Lys Pro Glu Leu Glu Leu Leu Gly 
565 570 575 
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His Asn Pro Arg Arg Arg Arg lie Thr Ser Ser Phe Thr lie Gly Leu 
580 585 590 

Arg Gly Leu lie Asn Leu Gly Asn Thr Cys Phe Met Asn Cys lie Val 
595 600 605 

Gin Ala Leu Thr His Thr Pro lie Leu Arg Asp Phe Phe Leu Ser Asp 
610 615 620 

Arg His Arg Cys Glu Met Pro Ser Pro Glu Leu Cys Leu Val Cys Glu 
625 630 635 640 

Met Ser Ser Leu Phe Arg Glu Leu Tyr Ser Gly Asn Pro Ser Pro His 
645 . 650 655 

Val Pro Tyr Lys Leu Leu His Leu Val Trp lie His Ala Arg His Leu 
660 665 670 

Ala Gly Tyr Arg Gin Gin Asp Ala His Glu Phe Leu lie Ala Ala Leu 
675 680 685 

Asp Val Leu His Arg His Cys Lys Gly Asp Asp Val Gly Lys Ala Ala 
690 695 700 

Asn Asn Pro Asn His Cys Asn Cys lie lie Asp Gin lie Phe Thr Gly 
705 710 715 720 

Gly Leu Gin Ser Asp Val Thr Cys Gin Ala Cys His Gly Val Ser Thr 
725 730 735 

Thr lie Asp Pro Cys Trp Asp lie Ser Leu Asp Leu Pro Gly Ser Cys 
740 745 750 

Thr Ser Phe Trp Pro Met Ser Pro Gly Arg Glu Ser Ser Val Asn Gly 
755 760 765 

Glu Ser His lie Pro Gly lie Thr Thr Leu Thr Asp Cys Leu Arg Arg 
770 775 780 

Phe Thr Arg Pro Glu His Leu Gly Ser Ser Ala Lys lie Lys Cys Gly 
785 790 795 800 

Ser Cys Gin Ser Tyr Gin Glu Ser Thr Lys Gin Leu Thr Met Asn Lys 
805 810 815 

Leu Pro Val Val Ala Cys Phe His Phe Lys Arg Phe Glu His Ser Ala 
820 825 830 

Lys Gin Arg Arg Lys lie Thr Thr Tyr lie Ser Phe Pro Leu Glu Leu 
835 840 845 

Asp Met Thr Pro Phe Met Ala Ser Ser Lys Glu Ser Arg Met Asn Gly 
850 855 860 



Gin Leu Gin Leu Pro Thr Asn Ser Gly Asn Asn Glu Asn Lys Tyr Ser 
865 870 875 880 
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Leu Phe Ala Val 



Thr Ser Phe lie 
900 

Ala Val lie Thr 
915 

Tyr Leu Leu Phe 
930 

Val Lys Glu Met 
945 



Val Asn His Gin 
885 

Arg His His Lys 



Lys Ala Ser lie 
920 

Tyr His Lys Gin 
935 

Asn Thr Gin Ala 
950 



Gly Thr Leu Glu 
890 

Asp Gin Trp Phe 
905 

Lys Asp Val Leu 



Val Leu Glu His 
940 

Tyr 



Ser Gly His Tyr 
895 

Lys Cys Asp Asp 
910 

Asp Ser Glu Gly 
925 

Glu Ser Glu Lys 



<210> 67 

<211> 783 

<212> PRT 

<213> Homo sapiens 

<400> 67 

Met Arg Val Lys Asp Pro Thr Lys Ala Leu Pro Glu Lys Ala Lys Arg 
1 5 10 15 

Ser Lys Arg Pro Thr Val Pro His Asp Glu Asp Ser Ser Asp Asp lie 
20 25 30 

Ala Val Gly Leu Thr Cys Gin His Val Ser His Ala lie Ser Val Asn 
35 40 45 

His Val Lys Arg Ala lie Ala Glu Asn Leu Trp Ser Val Cys Ser Glu 
50 55 60 

Cys Leu Glu Glu Arg Arg Phe Tyr Asp Gly Gin Leu Val Leu Thr Ser 
65 70 75 80 

Asp lie Trp Leu Cys Leu Lys Cys Gly Phe Gin Gly Cys Gly Lys Asn 
85 90 95 

Ser Glu Ser Gin His Ser Leu Lys His Phe Lys Ser Ser Arg Thr Glu 
100 105 110 

Pro His Cys lie lie lie Asn Leu Ser Thr Trp lie lie Trp Cys Tyr 
115 120 125 

Glu Cys Asp Glu Lys Leu Ser Thr His Cys Asn Lys Lys Val Leu Ala 
130 135 140 

Gin lie Val Asp Phe Leu Gin Lys His Ala Ser Lys Thr Gin Thr Ser 
145 150 155 160 

Ala Phe Ser Arg lie Met Lys Leu Cys Glu Glu Lys Cys Glu Thr Asp 
165 170 175 



Glu lie Gin Lys Gly Gly Lys Cys Arg Asn Leu Ser Val Arg Gly lie 
180 185 190 
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Thr Asn Leu Gly 
195 

Ala Gin Thr Tyr 
210 



Asn Thr Cys Phe 
200 

Thr Leu Thr Asp 
215 



Phe Asn Ala Val 

Leu Met Asn Glu 
220 



Met Gin Asn Leu 
205 

lie Lys Glu Ser 



Ser Thr Lys Leu 
225 

Leu Val Val Glu 



Leu Phe Leu His 
260 

Lys Val Leu Phe 
275 

Phe Gin Gin Gin 
290 



Lys lie Phe Pro 
230 

Leu Ser Arg Pro 
245 

Ser Met Lys Glu 



Asn Gin Leu Cys 
280 

Asp Ser Gin Glu 
295 



Ser Ser Asp Ser 
235 

Gly Pro Leu Thr 
250 

Thr Glu Lys Gly 
265 

Gin Lys Ala Pro 



Leu Leu His Tyr 
300 



Gin Leu Asp Pro 
240 

Ser Ala Leu Phe 
255 

Pro Leu Ser Pro 
270 

Arg Phe Lys Asp 
285 

Leu Leu Asp Ala 



Val Arg Thr Glu Glu Thr Lys Arg lie Gin Ala Ser lie Leu Lys Ala 
305 310 315 320 

Phe Asn Asn Pro Thr Thr Lys Thr Ala Asp Asp Glu Thr Arg Lys Lys 
325 330 335 

Val Lys lie Ser Thr Val Lys Asp Pro Phe lie Asp lie Ser Leu Pro 
340 345 350 

lie lie Glu Glu Arg Val Ser Lys Pro Leu Leu Trp Gly Arg Met Asn 
355 360 365 

Lys Tyr Arg Ser Leu Arg Glu Thr Asp His Asp Arg Tyr Ser Gly Asn 
370 375 380 

Val Thr lie Glu Asn lie His Gin Pro Arg Ala Ala Lys Lys His Ser 
385 390 395 400 

Ser Ser Lys Asp Lys Ser Gin Leu lie His Asp Arg Lys Cys lie Arg 
405 410 415 

Lys Leu Ser Ser Gly Glu Thr Val Thr Tyr Gin Lys Asn Glu Asn Leu 
420 . 425 430 

Glu Met Asn Gly Asp Ser Leu Met Phe Ala Ser Leu Met Asn Ser Glu 
435 440 445 

Ser Arg Leu Asn Glu Ser Pro Thr Asp Asp Ser Glu Lys Glu Ala Ser 
450 455 460 

His Ser Glu Ser Asn Val Asp Ala Asp Ser Glu Pro Ser Glu Ser Glu 
465 470 475 480 



Ser Ala Ser Lys Gin Thr Gly Leu Phe Arg Ser Ser Ser Gly Ser Gly 
485 490 495 
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Val Gin Pro Asp Gly Pro Leu Tyr Pro Leu Ser Ala Gly Lys Leu Leu 
500 505 5X0 

Tyr Thr Lys Glu Thr Asp Ser Gly Asp Lys Glu Met Ala Glu Ala lie 
515 520 525 

Ser Glu Leu Arg Leu Ser Ser Thr Val Thr Gly Asp Gin Asp Phe Asp 
530 535 540 

Arg Glu Asn Gin Pro Leu Asn lie Ser Asn Asn Leu Cys Phe Leu Glu 
545 550 555 560 

Gly Lys His Leu Arg Ser Tyr Ser Pro Gin Asn Ala Phe Gin Thr Leu 
565 570 575 

Ser Gin Ser Tyr lie Thr Thr Ser Lys Glu Cys Ser lie Gin Ser Cys 
580 585 590. 

Leu Tyr Gin Phe Thr Ser Met Glu Leu Leu Met Gly Asn Asn Lys Leu 
595 600 605 

Leu Cys Glu Asn Cys Thr Lys Asn Lys Gin Lys Tyr Gin Glu Glu Thr 
610 615 . 620 

Ser Phe Ala Glu Lys Lys Val Glu Gly Val Tyr Thr Asn Ala Arg Lys 
625 630 635 640 

Gin Leu Leu He Ser Ala Val Pro Ala Val Leu He Leu His Leu Lys 
645 650 655 

Arg Phe His Gin Ala Gly Leu Ser Leu Arg Lys Val Asn Arg His Val 
660 665 670 

Asp Phe Pro Leu Met Leu Asp Leu Ala Pro Phe Cys Ser Ala Thr Cys 
675 680 685 

Lys Asn Ala Ser Val Gly Asp Lys Val Leu Tyr Gly Leu Tyr Gly He 
690 695 700 

Val Glu His Ser Gly Ser Met Arg Glu Gly His Tyr Thr Ala Tyr Val 
705 710 715 720 

Lys Val Arg Thr Pro Ser Arg Lys Leu Ser Glu His Asn Thr Lys Lys 
725 730 735 

Lys Asn Val Pro Gly Leu Lys Ala Ala Asp Ser Glu Ser Ala Gly Gin 
740 745 750 

Trp Val His Val Ser Asp Thr Tyr Leu Gin Val Val Pro Glu Ser Arg 
755 760 765 

Ala Leu Ser Ala Gin Ala Tyr Leu Leu Phe Tyr Glu Arg Val Leu 
770 775 780 



<210> 68 
<211> 753 
<212> PRT 
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<213> Homo sapiens 
<400> 68 

Met Glu Tyr Pro Val Pro Tyr Phe Arg Ser Pro Asn Arg Thr Leu lie 
15 10 15 

Pro Glu Arg lie Trp Ser Asn Pro Leu Leu Val Leu Val lie Ala Tyr 
20 25 30 

Lys Thr Val Ser Trp Pro Arg Gin Gin Leu Leu Ala Lys Gin Ala Asn 
35 40 45 

Lys Trp Met Pro Phe Val lie Pro Ser Lys Thr Leu Pro Trp Asp Pro 
50 55 60 

Leu Glu Leu Lys lie Cys Tyr Gin Gin Asn Arg Pro Tyr Pro Ser Pro 
65 70 • 75 80 

Asp Pro Ser Asn Phe Pro Thr Phe Leu Arg Cys Leu Asn Ala Phe Ser 
85 90 95 

Ala Ala Val Phe Tyr Leu Pro Gin Pro Ser Trp His Lys Pro Glu Gly 
100 105 110 

Leu Lys Pro Ala Gly Tyr Pro Arg Val Pro Asp lie Pro Tyr Gly Ser 
115 120 125 

Gly Tyr Thr Leu Lys Ser Thr Thr Glu Ala Ala Gly Leu His Gin Ser 
130 135 140 

Leu Pro Met Val Gin Leu Pro Leu His Pro Thr Lys Gly Ser Ala Leu 
145 150 155 160 

Leu Lys Glu Ser Glu Leu Asn Asp Ala Asp Trp Ala Asn Leu Met Trp 
165 170 175 

Lys Arg Tyr Leu Glu Glu Gin Glu Asp Ser Lys Met Val Asp Leu Phe 
180 185 190 

Val Gly Gin Met Lys Ser Tyr Leu Lys Cys Gin Ala Cys Gly Tyr His 
195. 200 205 

Ser Met Thr Phe Lys Val Phe Phe Phe Cys Asp Leu Ser Leu Thr lie 
210 215 220 

Pro Lys Lys Gly Phe Ala Gly Gly Lys Val Ser Leu Arg Asp Cys Leu 
225 230 235 240 

Ser Leu Phe Thr Lys Glu Glu Glu Leu Glu Leu Glu Asn Ala Ser Gly 
245 250 255 

Thr Leu Pro Val Thr Lys Ser Glu Val Leu Ser Thr Ser Cys Val Pro 
260 265 270 

Phe Gly Thr Thr Gin Ala Ala Ser Thr Val Ala Thr Thr Gin Pro Cys 
275 280 285 
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Ala Ser Ala Arg Leu Val Gly Thr Phe Thr Met Thr Leu Val Ser Pro 
290 295 300 

Leu Asn Thr Leu Arg Asp Thr Glu Gly lie Glu Leu Thr Val Met Lys 
305 310 315 320 

Ala Leu Val Leu Asp lie Leu Phe Lys Ala Ser Thr Asp lie lie Leu 
325 330 335 

Phe Asn His Asp Ser Ser Ser Gly Asn Lys Trp Arg Lys Leu Pro Glu 
340 345 350 

Pro Gly Gly Leu Glu Lys Lys His Glu Glu Leu Arg Leu Arg Pro Leu 
355 360 365 

Lys Glu Glu Tyr His Trp Leu Val Leu Val Pro Leu Lys Leu Thr Gly 
370 375 380 

Ser Pro His Arg Trp Arg Pro Arg Lys Arg Ala Leu Ala Ser Cys Ser 
385 390 395 400 

Trp Cys Leu Gin Arg Val Thr Met Arg Arg Val Met Gly Val Gin Asp 
405 410 415 

Lys Ala Gly Asn Arg Asn Gin Met Leu Leu Leu Gly Gin Arg Pro Val 
420 425 430 

lie Gly Asp Thr Val Ser Asn Ser Gin Thr Thr Arg Asp Lys Ala Cys 
435 440 445 

Arg Arg Pro Pro Ser His Ser Val Phe Thr Gin Ser Ser Phe Trp Ala - 
450 455 460 

Cys Leu Asp Pro Asp Leu Phe Phe Tyr Gly His Gin Ser Tyr Trp Met 
465 470 475 480 

Lys Ala His Leu Asn Asp Leu lie Leu Arg Glu Gly Pro Val Thr Gin 
485 490 495 

Met Ala Gin, Ser Phe Tyr Trp Gly Phe Pro Ala Gly Gly Asn Leu Ser 
500 505 510 

Ala Leu Glu Met Leu Pro Asp Gly Pro Ala Pro Arg Thr Phe Leu Gin 
515 520 525 

Lys Lys Ser Cys Leu Phe Pro Leu Phe Ser Tyr lie Leu Leu His Lys 
530 535 540 

Ala Gly Lys Leu Phe Gin Pro Asp Ala His Gly Phe Leu Val Lys Lys 
545 550 555 560 

Val His Ala Pro Thr Arg Gly lie Val Phe lie Met Glu Pro Arg Gin 
565 570 575 



Leu Gly Gly Lys Gly Ser Leu Ser Lys Leu Gin Pro Ala Cys Ala Leu 
580 585 590 
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Gly Gly Met Asn 
595 

Ala Gly Lys Gly 
610 

Lys Leu Arg Val 

625 

Leu Gly Lys Lys 



Ala Ala Gly Val 
660 

Ala Glu Leu Thr 
675 

Gin Ser Ser Val 
690 

Ser Gin Pro Glu 
705 

Pro Arg Thr Asn 



Leu Lys Val lie 
740 

Phe 



Ser Gly Met Glu 
600 

Leu Ala Pro Pro 
615 

Tyr Lys Phe Glu 
630 

Ser Asp Asn His 
645 

Ala Cys Gin His 



Pro Pro Lys Leu 
680 

Leu Pro Thr Ser 
695 

Glu Ala lie Pro 
710 

Ser Phe Pro Lys 
725 

Leu Ser Leu Leu 



Pro Gin Lys Ser 



Leu Pro Val Cys 
620 

Glu Glu Leu Trp 
635 

Ser Ser Arg Gin 
650 

Pro Cys Lys Leu 
665 

Ser Phe Gly Phe 



Leu Ser Gin Phe 
700 

Pro Gin Ser Leu 
715 

Asp Lys Phe Val 
730 

Thr Met Tyr Glu 
745 



Ala Pro Phe Ala 
605 

Asn Leu Arg Phe 



Ser Arg Ala Gly 
640 

Met Pro Trp Gly 
655 

Pro Arg lie Val 
670 

Leu Asn Thr Val 
685 

Phe Leu Asn Asp 



Leu Pro Gly Ser 
720 

Pro Lys Asp Lys 
735 

Leu Asp Arg Leu 
750 



<210> 69 
<211> 712 
<212> PRT 

<213> Homo sapiens 
<400> 69 

Met Leu Ala Met Asp Thr Cys Lys His Val Gly Gin Leu Gin Leu Ala 
1 5 10 15 

Gin Asp His Ser Ser Leu Asn Pro Gin Lys Trp His Cys Val Asp Cys 
20 25 30 

Asn Thr Thr Glu Ser lie Trp Ala Cys Leu Ser Cys Ser His Val Ala 
35 40 45 

Cys Gly Arg Tyr lie Glu Glu His Ala Leu Lys His Phe Gin Glu Ser 
50 55 60 

Ser His Pro Val Ala Leu Glu Val Asn Glu Met Tyr Val Phe Cys Tyr 
65 70 75 80 

Leu Cys Asp Asp Tyr Val Leu Asn Asp Asn Ala Thr Gly Asp Leu Lys 
85 90 95 
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Leu Leu Arg Arg Thr Leu Ser Ala lie Lys Ser Gin Asn Tyr His Cys 
100 105 110 

Thr Thr Arg Ser Gly Arg Phe Leu Arg Ser Met Gly Thr Gly Asp Asp 
115 120 125 

Ser Tyr Phe Leu His Asp Gly Ala Gin Ser Leu Leu Gin Ser Glu Asp 
130 135 140 

Gin Leu Tyr Thr Ala Leu Trp His Arg Arg Arg lie Leu Met Gly Lys 
145 150 155 160 

lie Phe Arg Thr Trp Phe Glu Gin Ser Pro lie Gly Arg Lys Lys Gin 
165 170 175 

Glu Glu Pro Phe Gin Glu Lys lie Val Val Lys Arg Glu Val Lys Lys 
180 185 190 

Arg Arg Gin Glu Leu Glu Tyr Gin Val Lys Ala Glu Leu Glu Ser Met 
195 200 205 

Pro Pro Arg Lys Ser Leu Arg Leu Gin Gly Leu Ala Gin Ser Thr lie 
210 215 - 220 

He Glu He Val Ser Val Gin Val Pro Ala Gin Thr Pro Ala Ser Pro 
225 230 235 240 

Ala Lys Asp Lys Val Leu Ser Thr Ser Glu Asn Glu He Ser Gin Lys 
245 250 255 

Val Ser Asp Ser Ser Val Lys Arg Arg Pro He Val Thr Pro Gly Val 
260 265 270 

Thr Gly Leu Arg Asn Leu Gly Asn Thr Cys Tyr Met Asn Ser Val Leu 
275 280 285 

Gin Val Leu Ser His Leu Leu He Phe Arg Gin Cys Phe Leu Lys Leu 
290 295 300 

Asp Leu Asn Gin Trp Leu Ala Met Thr Ala Ser Glu Lys Thr Arg Ser 
305 310 315 320 

Cys Lys His Pro Pro Val Thr Asp Thr Val Val Tyr Gin Met Asn Glu 
325 330 335 

Cys Gin Glu Lys Asp Thr Gly Phe Val Cys Ser Arg Gin Ser Ser Leu 
340 345 350 

Ser Ser Gly Leu Ser Gly Gly Ala Ser Lys Gly Arg Lys Met Glu Leu 
355 360 365 

He Gin Pro Lys Glu Pro Thr Ser Gin Tyr He Ser Leu Cys His Glu 
370 375 380 



Leu His Thr Leu Phe Gin Val Met Trp Ser Gly Lys Trp Ala Leu Val 
385 390 395 400 
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Ser Pro Phe Ala Met Leu His Ser Val Trp Arg Leu lie Pro Ala Phe 
405 410 415 

Arg Gly Tyr Ala Gin Gin Asp Ala Gin Glu Phe Leu Cys Glu Leu Leu 
420 425 430 

Asp Lys lie Gin Arg Glu Leu Glu Thr Thr Gly Thr Ser Leu Pro Ala 
435 440 445 

Leu lie Pro Thr Ser Gin Arg Lys Leu lie Lys Gin Val Leu Asn Val 
450 455 460 

Val Asn Asn lie Phe His Gly Gin Leu Leu Ser Gin Val Thr Cys Leu 
465 470 475 480 

Ala Cys Asp Asn Lys Ser Asn Thr lie Glu Pro Phe Trp Asp Leu Ser 
485 ' 490 495 

Leu Glu Phe Pro Glu Arg Tyr Gin Cys Ser Gly Lys Asp lie Ala Ser 
500 505 510 

Gin Pro Cys Leu Val Thr Glu Met Leu Ala Lys Phe Thr Glu Thr Glu 
515 520 525 

Ala Leu Glu Gly Lys lie Tyr Val Cys Asp Gin Cys Asn Ser Lys Arg 
530 535 540 

Arg Arg Phe Ser Ser Lys Pro Val Val Leu Thr Glu Ala Gin Lys Gin 
545 550 555 560 

Leu Met lie Cys His Leu Pro Gin Val Leu Arg Leu His Leu Lys Arg 
565 570 575 

Phe Arg Trp Ser Gly Arg Asn Asn Arg Glu Lys lie Gly Val His Val 
580 585 590 

Gly Phe Glu Glu lie Leu Asn Met Glu Pro Tyr Cys Cys Arg Glu Thr 
595 600 605 

Leu Lys Ser Leu Arg Pro Glu Cys Phe lie Tyr Asp Leu Ser Ala Val 
610 615 620 

Val Met His His Gly Lys Gly Phe Gly Ser Gly His Tyr Thr Ala Tyr 
625 630 635 640 

Cys Tyr Asn Ser Glu Gly Gly Phe Trp Val His Cys Asn Asp Ser Lys 
645 650 . 655 

Leu Ser Met Cys Thr Met Asp Glu Val Cys Lys Ala Gin Ala Tyr lie 
660 665 670 

Leu Phe Tyr Thr Gin Arg Val Thr Glu Asn Gly His Ser Lys Leu Leu 
675 680 685 

Pro Pro Glu Leu Leu Leu Gly Ser Gin His Pro Asn Glu Asp Ala Asp 
690 695 700 
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Thr Ser Ser Asn Glu lie Leu Ser 
705 710 



<210> 70 

<211> 289 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Met Arg Val Lys Asp Pro Thr Lys Ala Leu Pro Glu Lys Ala Lys Arg 
1 5 .10 15 

Ser Lys Arg Pro Thr Val Pro His Asp Glu Asp Ser Ser Asp Asp lie 
20 25 30 

Ala Val Gly Leu Thr Cys Gin His Val Ser His Ala lie Ser Val Asn 
35 40 45 

His Val Lys Arg Ala lie Ala Glu Asn Leu Trp Ser Val Cys Ser Glu 
50 55 60 

Cys Leu Glu Glu Arg Arg Phe Tyr Asp Gly Gin Leu Val Leu Thr Ser 
65 70 75 80 

Asp lie Trp Leu Cys Leu Lys Cys Gly Phe Gin Gly Cys Gly Lys Asn 
85 90 95 

Ser Glu Ser Gin His Ser Leu Lys His Phe Lys Ser Ser Arg Thr Glu 
100 105 110 

Pro His Cys lie lie lie Asn Leu Ser Thr Trp lie lie Trp Cys Tyr 
115 120 125 

Glu Cys Asp Glu Lys Leu Ser Thr His Cys Asn Lys Lys Val Leu Ala 
130 135 140 

Gin lie Val Asp Phe Leu Gin Lys His Ala Ser Lys Thr Gin Thr Ser 
145 150 155 160 

Ala Phe Ser Arg lie Met Lys Leu Cys Glu Glu Lys Cys Glu Thr Asp 
165 170 175 

Glu He Gin Lys Gly Gly Lys Cys Arg Asn Leu Ser Val Arg Gly He 
180 185 190 

Thr Asn Leu Gly Asn Thr Cys Phe Phe Asn Ala Val Met Gin Asn Leu 
195 200 205 

Ala Gin Thr Tyr Thr Leu Thr Asp Leu Met Asn Glu He Lys Glu Ser 
210 215 220 

Ser Thr Lys Leu Lys He Phe Pro Ser Ser Asp Ser Gin Leu Asp Pro 
225 230 235 240 



Leu Val Val Glu Leu Ser Arg Pro Gly Pro Leu Thr Ser Ala Leu Phe 
245 250 255 
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Leu Phe Leu His Ser Met Lys Glu 
260 

Lys Val Leu Phe Asn Gin Leu Cys 
275 280 



Thr Glu Lys Gly Pro Leu Ser Pro 
265 270 

Gin Lys Arg Val His Leu His Leu 
285 



He 



<210> 71 
<211> 366 
<212> PRT 

<213> Homo sapiens 
<400> 71 

Met Thr Val Arg Asn He Ala Ser He Cys Asn Met Gly Thr Asn Ala 
1 5 10 -15 

Ser Ala Leu Glu Lys Asp He Gly Pro Glu Gin Phe Pro He Asn Glu 
20 25 30 

His Tyr Phe Gly Leu Val Asn Phe Gly Asn Thr Cys Tyr Cys Asn Ser 
35 40 45 

Val Leu Gin Ala Leu Tyr Phe Cys Arg Pro Phe Arg Glu Asn Val Leu 
50 55 60 

Ala Tyr Lys Ala Gin Gin Lys Lys Lys Glu Asn Leu Leu Thr Cys Leu 
65 70 75 80 

Ala Asp Leu Phe His Ser He Ala Thr Gin Lys Lys Lys Val Gly Val 
85 90 95 

He Pro Pro Lys Lys Phe He Ser Arg Leu Arg Lys Glu Asn Asp Leu 
100 105 110 

Phe Asp Asn Tyr Met Gin Gin Asp Ala His Glu Phe Leu Asn Tyr Leu 
115 120 125 

Leu Asn Thr He Ala Asp He Leu Gin Glu Glu Lys Lys Gin Glu Lys 
130 135 140 

Gin Asn Gly Lys Leu Lys Asn Gly Asn Met Asn Glu Pro Ala Glu Asn 
145 150 155 160 

Asn Lys Pro Glu Leu Thr Trp Val His Glu He Phe Gin Gly Thr Leu 
165 170 175 

Thr Asn Glu Thr Arg Cys Leu Asn Cys Glu Thr Val Ser Ser Lys Asp 
180 185 190 

Glu Asp Phe Leu Asp Leu Ser Val Asp Val Glu Gin Asn Thr Ser He 
195 200 205 



Thr His Cys Leu Arg Asp Phe Ser Asn Thr Glu Thr Leu Cys Ser Glu 
210 215 220 
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Gin Lys Tyr Tyr 
225 

Arg Met Arg Val 



Arg Phe Lys Tyr 
260 

Arg Val Val Phe 
275 

Ala Val Asn Leu 
290 

Cys Gly Ser Gly 
305 

His Gly Phe Trp 



Ala Gin Ala lie 
340 

Asn Ser Glu Ser 
355 



Cys Glu Thr Cys 
230 

Lys Lys Leu Pro 
245 

Met Glu Gin Leu 



Pro Leu Glu Leu 
280 

Asp Arg Met Tyr 
295 

Pro Asn Arg Gly 
310 

Leu Leu Phe Asp 
325 

Glu Glu Phe Tyr 



Gly Tyr lie Leu 
360 



Cys Ser Lys Gin 
235 

Met Val Leu Ala 
250 

Arg Arg Tyr Thr 
265 

Arg Leu Phe Asn 



Asp Leu Val Ala 
300 

His Tyr lie Thr 
315 

Asp Asp lie Val 
330 

Gly Leu Thr Ser 
345 

Phe Tyr Gin Ser 



Glu Ala Gin Lys 
240 

Leu His Leu Lys 
255 

Lys Leu Ser Tyr 
270 

Thr Ser Ser Asp 
285 

Val Val Val His 



He Val Lys Ser 
320 

Glu Lys He Asp 
335 

Asp He Ser Lys 
350 

Arg Glu 
365 



<210> 72 
<211> 1287 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Met Val Pro Gly Glu Glu Asn Gin Leu Val Pro Lys Glu Ala Pro Leu 
15 10 15 



Asp His Thr Ser Asp Lys Ser Leu 
20 

Lys Lys Asn Phe Leu His Leu Thr 

35 40 

He Leu Leu Glu Asp Ser Ser Ala 
50 55 

Phe He Gly Pro Leu Pro Arg Glu 
65 70 



Leu Asp Ala Asn Phe Glu Pro Gly 
25 30 

Asp Lys Asp Gly Glu Gin Pro Gin 
45 

Gly Glu Asp Ser Val His Asp Arg 
60 

Gly Ser Val Gly Ser Thr Ser Asp 
75 80 



Tyr Val Ser Gin Ser Tyr Ser Tyr Ser Ser He Leu Asn Lys Ser Glu 
85 90 95 

Thr Gly Tyr Val Gly Leu Val Asn Gin Ala Met Thr Cys Tyr Leu Asn 
100 105 110 



Ser Leu Leu Gin Thr Leu Phe Met Thr Pro Glu Phe Arg Asn Ala Leu 
115 120 125 
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Tyr Lys Trp Glu Phe Glu Glu Ser Glu Glu Asp Pro Val Thr Ser lie 
130 135 140 

Pro Tyr Gin Leu Gin Arg Leu Phe Val Leu Leu Gin Thr Ser Lys Lys 
145 150 155 160 

Arg Ala lie Glu Thr Thr Asp Val Thr Arg Ser Phe Gly Trp Asp Ser 
165 170 175 

Ser Glu Ala Trp Gin Gin His Asp Val Gin Glu Leu Cys Arg Val Met 
180 185 190 

Phe Asp Ala Leu Glu Gin Lys Trp Lys Gin Thr Glu Gin Ala Asp Leu 
195 200 205 

lie Asn Glu Leu Tyr Gin Gly Lys Leu Lys Asp Tyr Val Arg Cys Leu 

210 215 220 

Glu Cys Gly Tyr Glu Gly Trp Arg lie Asp Thr Tyr Leu Asp lie Pro 
225 230 235 240 

Leu Val lie Arg Pro Tyr Gly Ser Ser Gin Ala Phe Ala Ser Val Glu 
245 -250 255 

Glu Ala Leu His Ala Phe lie Gin Pro Glu lie Leu Asp Gly Pro Asn 
260 265 270 

Gin Tyr Phe Cys Glu Arg Cys Lys Lys Lys Cys Asp Ala Arg Lys Gly 
275 280 285 

Leu Arg Phe Leu His Phe Pro Tyr Leu Leu Thr Leu Gin Leu Lys Arg 
290 295 300 

Phe Asp Phe Asp Tyr Thr Thr Met His Arg lie Lys Leu Asn Asp Arg 
305 310 315 320 

Met Thr Phe Pro Glu Glu Leu Asp Met Ser Thr Phe He Asp Val Glu 
325 330 335 

Asp Glu Lys Ser Pro Gin Thr Glu Ser Cys Thr Asp Ser Gly Ala Glu 
340 345 350 

Asn Glu Gly Ser Cys His Ser Asp Gin Met Ser Asn Asp Phe Ser Asn 
355 360 365 

Asp Asp Gly Val Asp Glu Gly He Cys Leu Glu Thr Asn Ser Gly Thr 
370 375 380 

Glu Lys He Ser Lys Ser Gly Leu Glu Lys Asn Ser Leu He Tyr Glu 
385 390 395 400 

Leu Phe Ser Val Met Ala His Ser Gly Ser Ala Ala Gly Gly His Tyr 
405 410 415 



Tyr Ala Cys He Lys Ser Phe Ser Asp Glu Gin Trp Tyr Ser Phe Asp 
420 425 430 
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Asp Gin His Val Ser Arg 
435 

Gly Gly Ser Ser Gly Ser 
450 

Ser Thr Asn Ala Tyr Met 
465 470 

Asn Ala Lys Phe Leu Glu 
485 - 

Leu Val Gin Lys Glu Arg 
500 

Glu lie Glu Arg Asn Thr 
515 

Thr Lys Gin Val Met Met 
530 

Thr Leu Lys Glu Ala Val 
545 550 

Glu Val lie Pro Leu Asp 
565 

His Asp Tyr Leu Glu Arg 
580 

Gly Leu Leu Leu Gly Gly 
595 

Leu Glu Thr Arg Lys Pro 
610 

Glu Val Met Val Lys Val 
625 630 

Ala Ala Pro : lie Thr Val 
645 

Phe Lys Gin Leu lie Ser 
660 

Arg lie Val Leu Glu Arg 
675 

Ser Ser Lys Thr Leu Lys 
690 

Phe Val Glu Ser Ser Glu 
705 710 

Ser His Leu Trp Lys Leu 
725 



lie Thr Gin Glu Asp 
440 

Arg Gly Tyr Tyr Ser 
455 ' 

Leu lie Tyr Arg Leu 
475 

Val Gly Glu Tyr Pro 
490 

Glu Leu Glu Glu Gin 
505 

Cys Lys lie Lys Leu 
520 * 

Glu Asn Lys Leu Glu 
535 

Glu Met Ala Tyr Lys 
555 

Cys Cys Arg Leu Val 
570 

Ser Tyr Glu Gly Glu 
585 

Val Lys Ser Thr Tyr 
600 

Asp Gin Val Phe Gin 
615 

His Val Val Asp Leu 
635 

Arg Ala Tyr Leu Asn 
650 

Lys Ala lie His Leu 
665 

Cys Tyr Asn Asp Leu 
680 

Ala Glu Gly Phe Phe 
695 

Thr Leu Asp Tyr Gin 
715 

Leu Asp Arg His Ala 
730 



lie Lys Lys Thr His 
445 

Ser Ala Phe Ala Ser 
460 

Lys Asp Pro Ala Arg 
480 

Glu His lie Lys Asn 
495 

Glu Lys Arg Gin Arg 
510 

Phe Cys Leu His Pro 
525 

Val His Lys Asp Lys 
540 

Met Met Asp Leu Glu 
560 

Lys Tyr Asp Glu Phe 
575 

Glu Asp Thr Pro Met 
590 

Met Phe Asp Leu Leu 
605 

Ser Tyr Lys Pro Gly 
620 

Lys Ala Glu Ser Val 
640 

Gin Thr Val Thr Glu 
655 

Pro Ala Glu Thr Met 
670 

Arg Leu Leu Ser Val 
685 

Arg Ser Asn Lys Val 
700 

Met Ala Phe Ala Asp 
720 

Asn Thr lie Arg Leu 
735 
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Phe Val Leu Leu Pro Glu Gin Ser Pro Val Ser Tyr Ser Lys Arg Thr 
740 745 750 

Ala Tyr Gin Lys Ala Gly Gly Asp Ser Gly Asn Val Asp Asp Asp Cys 
755 760 765 

Glu Arg Val Lys Gly Pro Val Gly Ser Leu Lys Ser Val Glu Ala lie 
770 775 780 

Leu Glu Glu Ser Thr Glu Lys Leu Lys Ser Leu Ser Leu Gin Gin Gin 
785 790 795 800 

Gin Asp Gly Asp Asn Gly Asp Ser Ser Lys Ser Thr Glu Thr Ser Asp 
805 810 815 

Phe Glu Asn lie Glu Ser Pro Leu Asn Glu Arg Asp Ser Ser Ala Ser 
820 825 830 

Val Asp Asn Arg Glu Leu Glu Gin His lie Gin Thr Ser Asp Pro Glu 
835 840 845 

Asn Phe Gin Ser Glu Glu Arg Ser Asp Ser Asp Val Asn Asn Asp Arg 
850 855 860 

Ser Thr Ser Ser Val Asp Ser Asp lie Leu Ser Ser Ser His Ser Ser 
865 870 875 880 

Asp Thr Leu Cys Asn Ala Asp Asn Ala Gin lie Pro Leu Ala Asn Gly 
885 890 895 

Leu Asp Ser His Ser lie Thr Ser Ser Arg Arg Thr Lys Ala Asn Glu 
900 905 910 

Gly Lys Lys Glu Thr Trp Asp Thr Ala Glu Glu Asp Ser Gly Thr Asp 
915 920 925 

Ser Glu Tyr Asp Glu Ser Gly Lys Ser Arg Gly Glu Met Gin Tyr Met 
930 935 940 

Tyr Phe Lys Ala Glu Pro Tyr Ala Ala Asp Glu Gly Ser Gly Glu Gly 
945 950 955 960 

His Lys Trp Leu Met Val His Val Asp Lys Arg lie Thr Leu Ala Ala 
965 970 975 

Phe Lys Gin His Leu Glu Pro Phe Val Gly Val Leu Ser Ser His Phe 
980 985 990 

Lys Val Phe Arg Val Tyr Ala Ser Asn Gin Glu Phe Glu Ser Val Arg 
995 1000 1005 

Leu Asn Glu Thr Leu Ser Ser Phe Ser Asp Asp Asn Lys lie Thr lie 
1010 1015 1020 



Arg Leu Gly Arg Ala Leu Lys Lys Gly Glu Tyr Arg Val Lys Val Tyr 
1025 1030 1035 1040 
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Gin Leu Leu Val Asn Glu Gin Glu Pro Cys Lys Phe Leu Leu Asp Ala 
1045 1050 1055 

Val Phe Ala Lys Gly Met Thr Val Arg Gin Ser Lys Glu Glu Leu lie 
1060 1065 1070 

Pro Gin Leu Arg Glu Gin Cys Gly Leu Glu Leu Ser lie Asp Arg Phe 
1075 1080 1085 

Arg Leu Arg Lys Lys Thr Trp Lys Asn Pro Gly Thr Val Phe Leu Asp 
1090 1095 1100 

Tyr His lie Tyr Glu Glu Asp lie Asn lie Ser Ser Asn Trp Glu Val 
1105 1110 1115 1120 

Phe Leu Glu Val Leu Asp Gly Val Glu Lys Met Lys Ser Met Ser Gin 
1125 1130 1135 

Leu Ala Val Leu Ser Arg Arg Trp Lys Pro Ser Glu Met Lys Leu Asp 
1140 1145 1150 

Pro Phe Gin Glu Val Val Leu Glu Ser Ser Ser Val Asp Glu Leu Arg 
1155 1160 1165 

Glu Lys Leu Ser Glu lie Ser Gly lie Pro Leu Asp Asp lie Glu Phe 
1170 1175 1180 

Ala Lys Gly Arg Gly Thr Phe Pro Cys Asp lie Ser Val Leu Asp lie 
1185 1190 1195 1200 

His Gin Asp Leu Asp Trp Asn Pro Lys Val Ser Thr Leu Asn Val Trp 
1205 1210 1215 

Pro Leu Tyr lie Cys Asp Asp Gly Ala Val lie Phe Tyr Arg Asp Lys 
1220 1225 1230 

Thr Glu Glu Leu Met Glu Leu Thr Asp Glu Gin Arg Asn Glu Leu Met 
1235 1240 1245 

Lys Lys Glu Ser Ser Arg Leu Gin Lys Thr Gly His Arg Val Thr Tyr 
1250 1255 1260 

Ser Pro Arg Lys Glu Lys Ala Leu Lys lie Tyr Leu Asp Gly Ala Pro 
1265 1270 1275 1280 



Asn Lys Asp Leu Thr Gin Asp 
1285 



<210> 73 
<211> 1604 
<212> PRT 

<213> Homo sapiens 
<400> 73 

Met Gly Ala Lys Glu Ser Arg lie Gly Phe Leu Ser Tyr Glu Glu Ala 
15 10 15 
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Leu Arg Arg Val Thr Asp Val Glu Leu Lys Arg Leu Lys Asp Ala Phe 

20 25 30 

Lys Arg Thr Cys Gly Leu Ser Tyr Tyr Met Gly Gin His Cys Phe lie 
35 40 45 

Arg Glu Val Leu Gly Asp Gly Val Pro Pro Lys Val Ala Glu Val lie 
50 55 60 

Tyr Cys Ser Phe Gly Gly Thr Ser Lys Gly Leu His Phe Asn Asn Leu 
65 70 75 80 

lie Val Gly Leu Val Leu Leu Thr Arg Gly Lys Asp Glu Glu Lys Ala 
85 90 95 

Lys Tyr lie Phe Ser Leu Phe Ser Ser Glu Ser Gly Asn Tyr Val lie 
100 105 110 

Arg Glu Glu Met Glu Arg Met Leu His Val Val Asp Gly Lys Val Pro 
115 120 125 

Asp Thr Leu Arg Lys Cys Phe Ser Glu Gly Glu Lys Val Asn Tyr Glu 
130 135 140 

Lys Phe Arg Asn Trp Leu Phe Leu Asn Lys Asp Ala Phe Thr Phe Ser 
145 150 155 160 

Arg Trp Leu Leu Ser Gly Gly Val Tyr Val Thr Leu Thr Asp Asp Ser 
165 170 175 

Asp Thr Pro Thr Phe Tyr Gin Thr Leu Ala Gly Val Thr His Leu Glu 
180 185 190 

Glu Ser Asp lie lie Asp Leu Glu Lys Arg Tyr Trp Leu Leu Lys Ala 
195 200 205 

Gin Ser Arg Thr Gly Arg Phe Asp Leu Glu Thr Phe Gly Pro Leu Val 
210 215 220 

Ser Pro Pro lie Arg Pro Ser Leu Ser Glu Gly Leu Phe Asn Ala Phe 
225 * 230 235 240 

Asp Glu Asn Arg Asp Asn His lie Asp Phe Lys Glu lie Ser Cys Gly 
245 250 255 

Leu Ser Ala Cys Cys Arg Gly Pro Leu Ala Glu Arg Gin Lys Phe Cys 
260 265 270 

Phe Lys Val Phe Asp Val Asp Arg Asp Gly Val Leu Ser Arg Val Glu 
275 280 285 

Leu Arg Asp Met Val Val Ala Leu Leu Glu Val Trp Lys Asp Asn Arg 
290 295 300 



Thr Asp Asp lie Pro Glu Leu His Met Asp Leu Ser Asp lie Val Glu 
305 310 315 320 
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Gly lie Leu Asn Ala 
325 

Glu Asp Tyr Gin lie 
340 

Leu Asn Leu Leu Phe 
355 

Ala Thr Pro Glu Glu 
370 

Glu Ser Arg Tyr Gly 
385 

Met Gin Trp Trp Gin 
405 

Pro Val Val lie Glu 
420 

Phe Gly Thr Ala Ala 
435 

Ser Ser Leu Ser Tyr 
450 

lie Ser Thr Ala Ser 
465 

Tyr Ser Ala Thr Pro 
485 

Thr Ser Asp Asn Asn 
500 

Leu Leu His Leu Asn 
515 

Leu Val Thr Gin Glu 
530 

Gly Arg Leu Lys Arg 
545 

Met Val Pro Glu Pro 
565 

Asn Leu Ala Leu Pro 
580 

Pro Glu Leu Glu Leu 
595 

Pro Ala Thr Arg Thr 
610 



His Asp Thr Thr Lys Met 
330 

Trp Ser Val Lys Asn Val 
345 

Gin Val Cys His lie Val 
360 

Glu Gly Gin lie lie Arg 
375 

Leu Gin Ala Gly His Asn 
390 395 

Gin Trp Lys Glu Tyr Val 
410 

Pro Ser Ser Val Leu Asn 
425 

His Pro Met Glu Gin Val 
440 

Val Asn Thr Thr Glu Glu 
455 

Glu Ala Ser Glu Thr Ala 
470 475 

Gly Ala Asp Val Cys Phe 
490 

Asn Gin Cys Leu Leu Gly 
505 

Pro Gin Lys Pro Gly Ala 
520 

Pro Val Lys Ala Thr Ser 
535 

Thr Pro Gin Leu lie His 
550 555 

Val Trp Arg Ala Leu Tyr 
570 

Arg Pro Val lie Lys Asn 
585 

Phe Pro Arg Tyr Leu Leu 
600 

Gin Gin Ser Asn lie Trp 
615 



Gly His Leu Thr Leu 
335 

Leu Ala Asn Glu Phe 
350 

Leu Gly Leu Arg Pro 
365 

Gly Trp Leu Glu Arg 
380 

Trp Phe lie lie Ser 
400 

Lys Tyr Asp Ala Asn 
415 

Gly Gly Lys Tyr Ser 
430 

Glu Asp Arg lie Gly 
445 

Lys Phe Ser Asp Asn 
460 

Gly Ser Gly Phe Leu 
480 

Ala Arg Gin His Asn 
495 

Ala Asn Gly Asn lie 
510 

lie Asp Asn Gin Pro 
525 

Leu Thr Leu Glu Gly 
540 

Gly Arg Asp Tyr Glu 
560 

His Trp Tyr Gly Ala 
575 

Ser Lys Thr Asp lie 
590 

Phe Leu Arg Gin Gin 
605 

Val Asn Met Gly Asn 
620 
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Val Pro Ser Pro Asn 
625 

Cys Phe Ser Arg Met 
645 

Gin Arg Leu Arg lie 
660 

Ser Glu Asn Tyr Leu 
675 

Tyr Leu Lys lie Gin 
690 

Lys Asp Met Ser Trp 
705 

Lys lie Asp Arg His 
725 

Ser Asn Leu Gly Asn 
740 

Ser Asn Thr Gin Pro 
755 

Tyr Glu Leu Asn Arg 
770 

Lys Cys Tyr Gly Asp 
785 

Asn Val Ala Pro Leu 
805 

Arg Phe Asn Gly Phe 
820 

Leu Leu Asp Gly Leu 
835 

Tyr Val Glu Leu Lys 
850 

Ala Glu Ala Trp Asp 
865 

Asp Leu Phe His Gly 
885 

Gly His He Ser Val 
900 

Leu Pro Met Asp Ser 
915 



Ala Pro Leu Lys Arg Val 
630 635 

Gin Thr He Lys Glu He 
650 

Lys Glu Glu Asp Met Arg 
665 

Thr Leu Leu Asp Asp Glu 
680 

Asp Glu Gin His Leu Val 
695 

Pro Glu Glu Met Ser Phe 
710 • 715 

Lys Val Pro Thr Glu Lys 
730 

Thr Cys Phe Met Asn Ser 
745 

Leu Thr Gin Tyr Phe He 
760 

Thr Asn Pro He Gly Met 
775 

Leu Val Gin Glu Leu Trp 
790 795 

Lys Leu Arg Trp Thr He 
810 

Gin Gin Gin Asp Ser Gin 
825 

His Glu Asp Leu Asn Arg 
840 

Asp Ser Asp Gly Arg Pro 
855 

Asn His Leu Arg Arg Asn 
870 875 

Gin Leu Arg Ser Gin Val 
890 

Arg Phe Asp Pro Phe Asn 
905 

Tyr Met His Leu Glu He 
920 



Leu Ala Tyr Thr Gly 
640 

His Glu Tyr Leu Ser 
655 

Leu Trp Leu Tyr Asn 
670 

Asp His Lys Leu Glu 
685 

He Glu Val Arg Asn 

700 

He Ala Asn Ser Ser 
720 

Gly Ala Thr Gly Leu 
735 

Ser He Gin Cys Val 
750 

Ser Gly Arg His Leu 
765 

Lys Gly His Met Ala 
780 

Ser Gly Thr Gin Lys 
800 

Ala Lys Tyr Ala Pro 
815 

Glu Leu Leu Ala Phe 
830 

Val His Glu Lys Pro 
845 

Asp Trp Glu Val Ala 
860 

Arg Ser He Val Val 
880 

Lys Cys Lys Thr Cys 
895 

Phe Leu Ser Leu Pro 
910 

Thr Val He Lys Leu 
925 
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Asp Gly Thr Thr Pro 
930 

Lys Tyr Thr Gly Leu 
945 

Ser Glu Gin lie Leu 
965 

Phe Pro Gin Asp Asn 
980 

Cys Ala Phe Glu lie 
995 

Pro Thr Gin Thr Asp 
1010 



Val Arg Tyr Gly Leu 
935 

Lys Lys Gin Leu Ser 
950 

Leu Ala Glu Val His 
970 

Gin Lys Val Arg Leu 
985 

Pro Val Pro Val Ser 
1000 

Phe Ser Ser Ser Pro 
1015 



Arg Leu Asn Met Asp Glu 
940 

Asp Leu Cys Gly Leu Asn 
955 960 

Gly Ser Asn lie Lys Asn 
975 

Ser Val Ser Gly Phe Leu 
990 

Pro lie Ser Ala Ser Ser 
1005 

Ser Thr Asn Glu Met Phe 
1020 



Thr Leu Thr Thr Asn Gly Asp Leu Pro Arg Pro lie Phe lie Pro Asn 
1025 1030 1035 1040 

Gly Met Pro Asn Thr Val Val Pro Cys Gly Thr Glu Lys Asn Phe Thr 
1045 1050 r 1055 

Asn Gly Met Val Asn Gly His Met Pro Ser Leu Pro Asp Ser Pro Phe 
1060 1065 1070 

Thr Gly Tyr lie lie Ala Val His Arg Lys Met Met Arg Thr Glu Leu 
1075 1080 1085 



Tyr Phe Leu Ser Ser Gin Lys Asn Arg Pro Ser Leu Phe Gly Met Pro 
1090 1095 1100 

Leu lie Val Pro Cys Thr Val His Thr Arg Lys Lys Asp Leu Tyr Asp 
1105 1110 1115 1120 

Ala Val Trp lie Gin Val Ser Arg Leu Ala Ser Pro Leu Pro Pro Gin 
1125 1130 1135 



Glu Ala Ser Asn His Ala Gin Asp Cys Asp Asp Ser Met Gly Tyr Gin 
1140 1145 1150 

Tyr Pro Phe Thr Leu Arg Val Val Gin Lys Asp Gly Asn Ser Cys Ala 
1155 1160 1165 



Trp Cys Pro Trp Tyr Arg Phe Cys Arg Gly Cys Lys lie Asp Cys Gly 
1170 1175 1180 

Glu Asp Arg Ala Phe lie Gly Asn Ala Tyr lie Ala Val Asp Trp Asp 
1185 1190 1195 1200 

Pro Thr Ala Leu His Leu Arg Tyr Gin Thr Ser Gin Glu Arg Val Val 
1205 1210 1215 



Asp Glu His Glu Ser Val Glu Gin Ser Arg Arg Ala Gin Ala Glu Pro 
1220 1225 1230 
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lie Asn Leu Asp Ser Cys Leu Arg Ala Phe Thr Ser Glu Glu Glu Leu 
1235 1240 1245 

Gly Glu Asn Glu Met Tyr Tyr Cys Ser Lys Cys Lys Thr His Cys Leu 
1250 1255 1260 

Ala Thr Lys Lys Leu Asp Leu Trp Arg Leu Pro Pro lie Leu lie lie 
1265 1270 1275 1280 

His Leu Lys Arg Phe Gin Phe Val Asn Gly Arg Trp lie Lys Ser Gin 
1285 1290 1295 

Lys lie Val Lys Phe Pro Arg Glu Ser Phe Asp Pro Ser Ala Phe Leu 
1300 1305 1310 

Val Pro Arg Asp Pro Ala Leu Cys Gin His Lys Pro Leu Thr Pro Gin 
1315 1320 1325 

Gly Asp Glu Leu Ser Glu Pro Arg lie Leu Ala Arg Glu Val Lys Lys 
1330 1335 1340 

Val Asp Ala Gin Ser Ser Ala Gly Glu Glu Asp Val Leu Leu Ser Lys 
1345 1350 1355 1360 

Ser Pro Ser Ser Leu Ser Ala Asn lie lie Ser Ser Pro Lys Gly Ser 
1365 1370 1375 

Pro Ser Ser Ser Arg Lys Ser Gly Thr Ser Cys Pro Ser Ser Lys Asn 
1380 1385 1390 

Ser Ser Pro Asn Ser Ser Pro Arg Thr Leu Gly Arg Ser Lys Gly Arg 
1395 1400 1405 

Leu Arg Leu Pro Gin lie Gly Ser Lys Asn Lys Leu Ser Ser Ser Lys 
1410 1415 1420 

Glu Asn Leu Asp Ala Ser Lys Glu Asn Gly Ala Gly Gin lie Cys Glu 
1425 1430 1435 1440 

Leu Ala Asp Ala Leu Ser Arg Gly His Val Leu Gly Gly Ser Gin Pro 
1445 1450 1455 

Glu Leu Val Thr Pro Gin Asp His Glu Val Ala Leu Ala Asn Gly Phe 
1460 1465 1470 

Leu Tyr Glu His Glu Ala Cys Gly Asn Gly Tyr Ser Asn Gly Gin Leu 
1475 1480 1485 

Gly Asn His Ser Glu Glu Asp Ser Thr Asp Asp Gin Arg Glu Asp Thr 
1490 1495 1500 

Arg lie Lys Pro lie Tyr Asn Leu Tyr Ala lie Ser Cys His Ser Gly 
1505 1510 1515 1520 

lie Leu Gly Gly Gly His Tyr Val Thr Tyr Ala Lys Asn Pro Asn Cys 
1525 1530 1535 
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Lys Trp Tyr Cys Tyr Asn Asp Ser Ser Cys Lys Glu Leu His Pro Asp 
1540 1545 1550 

Glu lie Asp Thr Asp Ser Ala Tyr lie Leu Phe Tyr Glu Gin Gin Gly 
1555 1560 1565 

lie Asp Tyr Ala Gin Phe Leu Pro Lys Thr Asp Gly Lys Lys Met Ala 
1570 1575 1580 

Asp Thr Ser Ser Met Asp Glu Asp Phe Glu Ser Asp Tyr Lys Lys Tyr 
1585 1590 1595 1600 

Cys Val Leu Gin 



<210> 74 
<211> 1042 
<212> PRT 

<213> Homo sapiens 
<400> 74 

Met Asp Lys lie Leu Glu Gly Leu Val Ser Ser Ser His Pro Leu Pro 
15 10 15 

Leu Lys Arg Val lie Val Arg Lys Val Val Glu Ser Ala Glu His Trp 
20 25 30 

Leu Asp Glu Ala Gin Cys Glu Ala Met Phe Asp Leu Thr Thr Arg Leu 
35 40 45 

lie Leu Glu Gly Gin Asp Pro Phe Gin Arg Gin Val Gly His Gin Val 
50 55 60 

Leu Glu Ala Tyr Ala Arg Tyr His Arg Pro Glu Phe Glu Ser Phe Phe 
65 70 75 80 

Asn Lys Thr Phe Val Leu Gly Leu Leu His Gin Gly Tyr His Ser Leu 
85 90 95 

Asp Arg Lys Asp Val Ala lie Leu Asp Tyr lie His Asn Gly Leu Lys 
100 105 110 

Leu lie Met Ser Cys Pro Ser Val Leu Asp Leu Phe Ser Leu Leu Gin 
115 120 125 

Val Glu Val Leu Arg Met Val Cys Glu Arg Pro Glu Pro Gin Leu Cys 
130 135 140 

Ala Arg Leu Ser Asp Leu Leu Thr Asp Phe Val Gin Cys lie Pro Lys 
145 150 155 160 

Gly Lys Leu Ser lie Thr Phe Cys Gin Gin Leu Val Arg Thr lie Gly 
165 170 175 



His Phe Gin Cys Val Ser Thr Gin Glu Arg Glu Leu Arg Glu Tyr Val 
180 185 190 



85 

Ser Gin Val Thr Lys Val Ser Asn Leu Leu Gin Asn lie Trp Lys Ala 
195 200 205 

Glu Pro Ala Thr Leu Leu Pro Ser Leu Gin Glu Val Phe Ala Ser lie 
210 215 220 

Ser Ser Thr Asp Ala Ser Phe Glu Pro Ser Val Ala Leu Ala Ser Leu 
225 230 235 240 

Val Gin His lie Pro Leu Gin Met lie Thr Val Leu lie Arg Ser Leu 
245 250 255 

Thr Thr Asp Pro Asn Val Lys Asp Ala Ser Met Thr Gin Ala Leu Cys 
260 265 270 

Arg Met lie Asp Trp Leu Ser Trp Pro Leu Ala Gin His Val Asp Thr 
275 280 285 

Trp Val lie Ala Leu Leu Lys Gly Leu Ala Ala Val Gin Lys Phe Thr 
290 295 300 

He Leu He Asp Val Thr Leu Leu Lys He Glu Leu Val Phe Asn Arg 
305 310 - 315 320 

Leu Trp Phe Pro Leu Val Arg Pro Gly Ala Leu Ala Val Leu Ser His 
325 330 335 

Met Leu Leu Ser Phe Gin His Ser Pro Glu Ala Phe His Leu He Val 
340 345 350 

Pro His Val Val Asn Leu Val His Ser Phe Lys Asn Asp Gly Leu Pro 
355 360 365 

Ser Ser Thr Ala Phe Leu Val Gin Leu Thr Glu Leu He His Cys Met 
370 375 380 

Met Tyr His Tyr Ser Gly Phe Pro Asp Leu Tyr Glu Pro He Leu Glu 
385 390 395 400 

Ala lie Lys Asp Phe Pro Lys Pro Ser Glu Glu Lys He Lys Leu He 
405 410 415 

Leu Asn Gin Ser Ala Trp Thr Ser Gin Ser Asn Ser Leu Ala Ser Cys 
420 425 430 

Leu Ser Arg Leu Ser Gly Lys Ser Glu Thr Gly Lys Thr Gly Leu He 
435 440 445 

Asn Leu Gly Asn Thr Cys Tyr Met Asn Ser Val He Gin Ala Leu Phe 
450 455 460 

Met Ala Thr Asp Phe Arg Arg Gin Val Leu Ser Leu Asn Leu Asn Gly 
465 470 475 480 

Cys Asn Ser Leu Met Lys Lys Leu Gin His Leu Phe Ala. Phe Leu Ala 
485 490 495 
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His Thr Gin Arg Glu Ala Tyr Ala Pro Arg lie Phe Phe Glu Ala Ser 
500 505 510 

Arg Pro Pro Trp Phe Thr Pro Arg Ser Gin Gin Asp Cys Ser Glu Tyr 
515 520 525 

Leu Arg Phe Leu Leu Asp Arg Leu His Glu Glu Glu Lys lie Leu Lys 
530 535 540 

Val Gin Ala Ser His Lys Pro Ser Glu lie Leu Glu Cys Ser Glu Thr 
545 550 555 560 

Ser Leu Gin Glu Val Ala Ser Lys Ala Ala Val Leu Thr Glu Thr Pro 
565 570 575 

Arg Thr Ser Asp Gly Glu Lys Thr Leu lie Glu Lys Met Phe Gly Gly 
580 585 590 

Lys Leu Arg Thr His lie Arg Cys Leu Asn Cys Arg Ser Thr Ser Gin 
595 600 605 

Lys Val Glu Ala Phe Thr Asp Leu Ser Leu Ala Phe Cys Pro Ser Ser 
610 615 620 

Ser Leu Glu Asn Met Ser Val Gin Asp Pro Ala Ser Ser Pro Ser lie 
625 630 635 640 

Gin Asp Gly Gly Leu Met Gin Ala Ser Val Pro Gly Pro Ser Glu Glu 
645 650 655 

Pro Val Val Tyr Asn Pro Thr Thr Ala Ala Phe lie Cys Asp Ser Leu 
660 665 670 

Val Asn Glu Lys Thr lie Gly Ser Pro Pro Asn Glu Phe Tyr Cys Ser 
675 680 685 

Glu Asn Thr Ser Val Pro Asn Glu Ser Asn Lys lie Leu Val Asn Lys 
690 695 700 

Asp Val Pro Gin Lys Pro Gly Gly Glu Thr Thr Pro Ser Val Thr Asp 
705 710 715 720 

Leu Leu Asn Tyr Phe Leu Ala Pro Glu ile Leu Thr Gly Asp Asn Gin 
725 730 735 

Tyr Tyr Cys Glu Asn Cys Ala Ser Leu Gin Asn Ala Glu Lys Thr Met 
740 745 750 

Gin Ile Thr Glu Glu Pro Glu Tyr Leu Ile Leu Thr Leu Leu Arg Phe 
755 760 765 

Ser Tyr Asp Gin Lys Tyr His Val Arg Arg Lys Ile Leu Asp Asn Val 
770 775 780 

Ser Leu Pro Leu Val Leu Glu Leu Pro Val Lys Arg Ile Thr Ser Phe 
785 790 795 800 
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Ser Ser Leu Ser Glu Ser Trp Ser Val Asp Val Asp Phe Thr Asp Leu 
805 810 815 

Ser Glu Asn Leu Ala Lys Lys Leu Lys Pro Ser Gly Thr Asp Glu Ala 
820 825 830 

Ser Cys Thr Lys Leu Val Pro Tyr Leu Leu Ser Ser Val Val Val His 
835 840 845 

Ser Gly lie Ser Ser Glu Ser Gly His Tyr Tyr Ser Tyr Ala Arg Asn 
850 855 860 

lie Thr Ser Thr Asp Ser Ser Tyr Gin Met Tyr His Gin Ser Glu Ala 
865 870 875 880 

Leu Ala Leu Ala Ser Ser Gin Ser His Leu Leu Gly Arg Asp Ser Pro 
885 890 895 

Ser Ala Val Phe Glu Gin Asp Leu Glu Asn Lys Glu Met Ser Lys Glu 
900 905 910 

Trp Phe Leu Phe Asn Asp Ser Arg Val Thr Phe Thr Ser Phe Gin Ser 
915 920 925 

Val Gin Lys lie Thr Ser Arg Phe Pro Lys Asp Thr Ala Tyr Val Leu 
930 935 940 

Leu Tyr Lys Lys Gin His Ser Thr Asn Gly Leu Ser Gly Asn Asn Pro 
945 950 955 960 

Thr Ser Gly Leu Trp lie Asn Gly Asp Pro Pro Leu Gin Lys Glu Leu 
965 970 975 

Met Asp Ala lie Thr Lys Asp Asn Lys Leu Tyr Leu Gin Glu Gin Glu 
980 985 990 

Leu Asn Ala Arg Ala Arg Ala Leu Gin Ala Ala Ser Ala Ser Cys Ser 
995 1000 1005 

Phe Arg Pro Asn Gly Phe Asp Asp Asn Asp Pro Pro Gly Ser Cys Gly 
1010 1015 1020 

Pro Thr Gly Gly Gly Gly Gly Gly Gly Phe Asn Thr Val Gly Arg Leu 
1025 1030 1035 1040 



Val Phe 



<210> 75 
<211> 1033 
<212> PRT 

<213> Homo sapiens 
<400> 75 

Met Ala Pro Arg Leu Gin Leu Glu Lys Ala Ala Trp Arg Trp Ala Glu 
15 10 15 



88 



Thr Val Arg Pro 
20 

Arg lie Trp Leu 
35 

Lys Gly Asn Pro 
50 

Gly Glu lie Asp 
65 

Glu Arg Arg Lys 



Thr Cys Tyr Val 
100 

Leu Arg Gin Ala 
115 

Leu Gly Asp Gly 
130 

Cys Glu His Leu 
145 

Arg Tyr lie Asp 



Gly Gin Gin Gin 
180 

Leu Glu Asp Thr 
195 

Val Gin Gin Gin 
210 

Gin Cys Gly Arg 
225 

Leu Asn lie Gin 



Leu Lys Glu Glu 
260 

Cys Gin Ser Lys 
275 

Pro Cys Thr Leu 
290 

Thr Gly His Lys 
305 



Glu Glu Val Ser 



Glu Pro Cys lie 
40 

Asn Cys Leu Val 
55 

Glu Asn Ser Phe 
70 

Lys Asn Ser Phe 
85 

Asn Thr Phe Leu 



Leu Tyr Leu Cys 
120 

lie Gin Glu Glu 
135 

Gin Tyr Leu Phe 
150 

Pro Ser Gly Phe 
165 

Asp Ala Gin Glu 



Leu Ser Lys Gin 
200 

Phe Cys Gly Glu 
215 

Glu Ser Lys Leu 
230 

Gly His Lys Gin 
245 

Lys Leu Glu Gly 



Gin Asn Ala Thr 
280 

Asn Leu Gin Leu 
295 

Lys Lys Leu Asn 
310 



Gin Glu His lie 
25 

Arg Gly Val Cys 



Gly He Gly Glu 
60 

His Asn He Asp 
75 

Val Gly Leu Thr 
90 

Gin Val Trp Phe 
105 

Pro Ser Thr Cys 



Lys Asp Tyr Glu 
140 

Ala Leu Leu Gin 
155 

Val Lys Ala Leu 
170 

Phe Ser Lys Leu 
185 

Lys Asn Pro Asp 



Tyr Ala Tyr Val 
220 

Leu Ser Lys Phe 
235 

Leu Thr Asp Cys 
250 

Asp Asn Arg Tyr 
265 

Arg Lys He Arg 



Met Arg Phe Val 
300 

Thr Tyr He Gly 
315 



Glu Thr Ala Tyr 

30 

Arg Arg Asn Cys 
45 

His lie Trp Leu 



Asp Pro Asn Cys 
80 

Asn Leu Gly Ala 
95 

Leu Asn Leu Glu 
110 

Ser Asp Tyr Met 
125 

Pro Gin Thr He 



Asn Ser Asn Arg 
160 

Gly Leu Asp Thr 
175 

Phe Met Ser Leu * 
190 

Val Arg Asn He 
205 

Thr Val Cys Asn 



Tyr Glu Leu Glu 
240 

He Ser Glu Phe 
255 

Phe Cys Glu Asn 
270 

Leu Leu Ser Leu 
285 

Phe Asp Arg Gin 



Phe Ser Glu He 
320 
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Leu Asp Met Glu Pro Tyr Val Glu His Lys Gly Gly Ser Tyr Val Tyr 
325 330 335 

Glu Leu Ser Ala Val Leu lie His Arg Gly Val Ser Ala Tyr Ser Gly 
340 345 350 

His Tyr lie Ala His Val Lys Asp Pro Gin Ser Gly Glu Trp Tyr Lys 
355 360 365 

Phe Asn Asp Glu Asp lie Glu Lys Met Glu Gly Lys Lys Leu Gin Leu 
370 375 380 

Gly lie Glu Glu Asp Leu Glu Pro Ser Lys Ser Gin Thr Arg Lys Pro 
385 390 395 400 

Lys Cys Gly Lys Gly Thr His Cys Ser Arg Asn Ala Tyr Met Leu Val 
405 410 415 

Tyr Arg Leu Gin Thr Gin Glu Lys Pro Asn Thr Thr Val Gin Val Pro 
420 425 430 

Ala Phe Leu Gin Glu Leu Val Asp Arg Asp Asn Ser Lys Phe Glu Glu 
435 440 445 

Trp Cys lie Glu Met Ala Glu Met Arg Lys Gin Ser Val Asp Lys Gly 
450 455 460 

Lys Ala Lys His Glu Glu Val Lys Glu Leu Tyr Gin Arg Leu Pro Ala 
465 470 475 480 

Gly Ala Glu Pro Tyr Glu Phe Val Ser Leu Glu Trp Leu Gin Lys Trp 
485 490 495 

Leu Asp Glu Ser Thr Pro Thr Lys Pro lie Asp Asn His Ala Cys Leu 
500 505 510 

Cys Ser His Asp Lys Leu His Pro Asp Lys lie Ser lie Met Lys Arg 
515 520 525 

He Ser Glu Tyr Ala Ala Asp He Phe Tyr Ser Arg Tyr Gly Gly Gly 
* 530 535 540 

Pro Arg Leu Thr Val Lys Ala Leu Cys Lys Glu Cys Val Val Glu Arg 
545 550 555 560 

Cys Arg He Leu Arg Leu Lys Asn Gin Leu Asn Glu Asp Tyr Lys Thr 
565 570 575 

Val Asn Asn Leu Leu Lys Ala Ala Val Lys Gly Asp Gly Phe Trp Val 
580 585 590 

Gly Lys Ser Ser Leu Arg Ser Trp Arg Gin Leu Ala Leu Glu Gin Leu 
595 600 605 



Asp Glu Gin Asp Gly Asp Ala Glu Gin Ser Asn Gly Lys Met Asn Gly 
610 615 620 
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Ser Thr Leu Asn Lys Asp Glu Ser Lys Glu Glu Arg Lys Glu Glu Glu 
625 630 635 640 

Glu Leu Asn Phe Asn Glu Asp lie Leu Cys Pro His Gly Glu Leu Cys 
645 650 655 

lie Ser Glu Asn Glu Arg Arg Leu Val Ser Lys Glu Ala Trp Ser Lys 
660 665 670 

Leu Gin Gin Tyr Phe Pro Lys Ala Pro Glu Phe Pro Ser Tyr Lys Glu 
675 680 • 685 

Cys Cys Ser Gin Cys Lys lie Leu Glu Arg Glu Gly Glu Glu Asn Glu 
690 695 700 

Ala Leu His Lys Met lie Ala Asn Glu Gin Lys Thr Ser Leu Pro Asn 
705 710 715 720 

Leu Phe Gin Asp Lys Asn Arg Pro Cys Leu Ser Asn Trp Pro Glu Asp 
725 730 735 

Thr Asp Val Leu Tyr lie Val Ser Gin Phe Phe Val Glu Glu Trp Arg 
740 745- 750 

Lys Phe Val Arg Lys Pro Thr Arg Cys Ser Pro Val Ser Ser Val Gly 
755 760 765 

Asn Ser Ala Leu Leu Cys Pro His Gly Gly Leu Met Phe Thr Phe Ala 
770 775 780 

Ser Met Thr Lys Glu Asp Ser Lys Leu lie Ala Leu lie Trp Pro Ser 
785 790 795 800 

Glu Trp Gin Met lie Gin Lys Leu Phe Val Val Asp His Val lie Lys 
805 810 815 

lie Thr Arg lie Glu Val Gly Asp Val Asn Pro Ser Glu Thr Gin Tyr 
820 825 830 

lie Ser Glu Pro Lys Leu Cys Pro Glu Cys Arg Glu Gly Leu Leu Cys 
835 840 845 

Gin Gin Gin Arg Asp Leu Arg Glu Tyr Thr Gin Ala Thr lie Tyr Val 
850 855 860 

His Lys Val Val Asp Asn Lys Lys Val Met Lys Asp Ser Ala Pro Glu 
865 870 875 880 

Leu Asn Val Ser Ser Ser Glu Thr Glu Glu Asp Lys Glu Glu Ala Lys 
885 890 895 

Pro Asp Gly Glu Lys Asp Pro Asp Phe Asn Gin Ser Asn Gly Gly Thr 
900 905 910 



Lys Arg Gin Lys lie Ser His Gin Asn Tyr lie Ala Tyr Gin Lys Gin 
915 920 925 
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Val lie Arg Arg 
930 

Leu Leu Val Ser 
945 

Met His Ala Phe 



Gly Lys lie Leu 
980 

lie Pro Glu Ser 
995 

Tyr Ala Ala Met 
1010 



Ser Met Arg His 
935 

Ala Asn Gin Thr 
950 

Ser Val Ala Pro 
965 

Ser Asp Asp Cys 



Val lie Leu Leu 
1000 

Asp Asp Val Met 
1015 



Arg Lys Val Arg 
940 

Leu Lys Glu Leu 
955 

Phe Asp Gin Asn 
970 

Ala Thr Leu Gly 
985 

Lys Ala Asp Glu 



Gin Val Cys Met 
1020 



Gly Glu Lys Ala 



Lys lie Gin lie 
960 

Leu Ser lie Asp 
975 

Thr Leu Gly Val 
990 

Pro lie Ala Asp 
005 

Pro Glu Glu Gly 



Phe Lys Gly Thr Gly Leu Leu Gly His 
1025 1030 



<210> 76 
<211> 517 
<212> PRT 

<213> Homo sapiens 
<400> 76 

Met Leu Ser Ser Arg Ala Glu Ala Ala Met Thr Ala Ala Asp Arg Ala 
15 10 15 



lie Gin Arg Phe Leu Arg Thr Gly 
20 

Lys Asn Trp Gly Val lie Gly Gly 
35 40 

lie Tyr Val lie Trp Gly Pro lie 
50 55 

Gly Leu Val Pro Gly Leu Val Asn 
65 70 

Ser Leu Leu Gin Gly Leu Ser Ala 
85 



Ala Ala Val Arg Tyr Lys Val Met 
25 30 

lie Ala Ala Ala Leu Ala Ala Gly 
45 

Thr Glu Arg Lys Lys Arg Arg Lys 
60 

Leu Gly Asn Thr Cys Phe Met Asn 
75 80 

Cys Pro Ala Phe lie Arg Trp Leu 
90 95 



Glu Glu Phe Thr Ser Gin Tyr Ser Arg Asp Gin Lys Glu Pro Pro Ser 
100 105 110 

His Gin Tyr Leu Ser Leu Thr Leu Leu His Leu Leu Lys Ala Leu Ser 
115 120 125 



Cys Gin Glu Val Thr Asp Asp Glu Val Leu Asp Ala Ser Cys Leu Leu 
130 135 140 

Asp Val Leu Arg Met Tyr Arg Trp Gin lie Ser Ser Phe Glu Glu Gin 
145 150 155 160 
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Asp Ala His Glu Leu Phe His Val lie Thr Ser Ser Leu Glu Asp Glu 
165 170 175 

Arg Asp Arg Gin Pro Arg Val -Thr His Leu Phe Asp Val His Ser Leu 
180 185 190 

Glu Gin Gin Ser Glu lie Thr Pro Lys Gin lie Thr Cys Arg Thr Arg 
195 200 205 

Gly Ser Pro His Pro Thr Ser Asn His Trp Lys Ser Gin His Pro Phe 
210 215 220 

His Gly Arg Leu Thr Ser Asn Met Val Cys Lys His Cys Glu His Gin 
225 230 235 240 

Ser Pro Val Arg Phe Asp Thr Phe Asp Ser Leu Ser Leu Ser lie Pro 
245 250 255 

Ala Ala Thr Trp Gly His Pro Leu Thr Leu Asp His Cys Leu His His 
260 265 270 

Phe lie Ser Ser Glu Ser Val Arg Asp Val Val Cys Asp Asn Cys Thr 
275 280 285 

Lys lie Glu Ala Lys Gly Thr Leu Asn Gly Glu Lys Val Glu His Gin 
290 295 300 

Arg Thr Thr Phe Val Lys Gin Leu Lys Leu Gly Lys Leu Pro Gin Cys 
305 310 315 320 

Leu Cys lie His Leu Gin Arg Leu Ser Trp Ser Ser His Gly Thr Pro 
325 330 335 

Leu Lys Arg His Glu His Val Gin Phe Asn Glu Phe Leu Met Met Asp 
340 345 350 

lie Tyr Lys Tyr His Leu Leu Gly His Lys Pro Ser Gin His Asn Pro 
355 360 365 

Lys Leu Asn Lys Asn Pro Gly Pro Thr Leu Glu Leu Gin Asp Gly Pro 
370 375 380 

Gly Ala Pro Thr Pro Val Leu Asn Gin Pro Gly Ala Pro Lys Thr Gin 
385 390 395 400 

lie Phe Met Asn Gly Ala Cys Ser Pro Ser Leu Leu Pro Thr Leu Ser 
405 410 415 

Ala Pro Met Pro Phe Pro Leu Pro Val Val Pro Asp Tyr Ser Ser Ser 
420 425 430 

Thr Tyr Leu Phe Arg Leu Met Ala Val Val Val His His Gly Asp Met 
435 440 445 



His Ser Gly His Phe Val Thr Tyr Arg Arg Ser Pro Pro Ser Ala Arg 
450 455 460 
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Asn Pro Leu Ser Thr Ser Asn Gin 
465 470 

Val Arg Lys Ala Ser Leu Gin Glu 
485 

Leu Phe Tyr Glu Arg Val Leu Ser 
500 



Trp Leu Trp Val Ser Asp Asp Thr 
475 480 

Val Leu Ser Ser Ser Ala Tyr Leu 
490 495 

Arg Met Gin His Gin Ser Gin Glu 
505 510 



Cys Lys Ser Glu Glu 
515 



<210> 77 
<211> 1123 
<212> PRT 

<213> Homo sapiens 
<400> 77 

Met Asp Leu Gly Pro Gly Asp Ala Ala Gly Gly Gly Pro Leu Ala Pro 
15 10 15 

Arg Pro Arg Arg Arg Arg Ser Leu Arg Arg Leu Phe Ser Arg Phe Leu 
20 25 30 

Leu Ala Leu Gly Ser Arg Ser Arg Pro Gly Asp Ser Pro Pro Arg Pro 
35 40 45 

Gin Pro Gly His Cys Asp Gly Asp Gly Glu Gly Gly Phe Ala Cys Ala 
50 55 60 

Pro Gly Pro Val Pro Ala Ala Pro Gly Ser Pro Gly Glu Glu Arg Pro 
65 70 75 80 

Pro Gly Pro Gin Pro Gin Leu Gin Leu Pro Ala Gly Asp Gly Ala Arg 
85 90 95 

Pro Pro Gly Ala Gin Gly Leu Lys Asn His Gly Asn Thr Cys Phe Met 
100 105 110 

Asn Ala Val Val Gin Cys Leu Ser Asn Thr Asp Leu Leu Ala Glu Phe 
115 120 125 

Leu Ala Leu Gly Arg Tyr Arg Ala Ala Pro Gly Arg Ala Glu Val Thr 
130 135 140 

Glu Gin Leu Ala Ala Leu Val Arg Ala Leu Trp Thr Arg Glu Tyr Thr 
145 150 155 160 

Pro Gin Leu Ser Ala Glu Phe Lys Asn Ala Val Ser Lys Tyr Gly Ser 
165 170 175 

Gin Phe Gin Gly Asn Ser Gin His Asp Ala Leu Glu Phe Leu Leu Trp 
180 185 190 



Leu Leu Asp Arg Val His Glu Asp Leu Glu Gly Ser Ser Arg Gly Pro 
195 200 205 
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Val Ser Glu Lys Leu Pro Pro Glu Ala Thr Lys Thr Ser Glu Asn Cys 
210 215 220 

Leu Ser Pro Ser Ala Gin Leu Pro Leu Gly Gin Ser Phe Val Gin Ser 
225 230 235 240 

His Phe Gin Ala Gin Tyr Arg Ser Ser Leu Thr Cys Pro His Cys Leu 
245 250 255 

Lys Gin Ser Asn Thr Phe Asp Pro Phe Leu Cys Val Ser Leu Pro lie 
260 265 270 

Pro Leu Arg Gin Thr Arg Phe Leu Ser Val Thr Leu Val Phe Pro Ser 
275 280 285 

Lys Ser Gin Arg Phe Leu Arg Val Gly Leu Ala Val Pro lie Leu Ser 
290 295 300 

Thr Val Ala Ala Leu Arg Lys Met Val Ala Glu Glu Gly Gly Val Pro 
305 310 315 320 

Ala Asp Glu Val lie Leu Val Glu Leu Tyr Pro Ser Gly Phe Gin Arg 
325 330 335 

Ser Phe Phe Asp Glu Glu Asp Leu Asn Thr lie Ala Glu Gly Asp Asn 
340 345 350 

Val Tyr Ala Phe Gin Val Pro Pro Ser Pro Ser Gin Gly Thr Leu Ser 
355 360 365 

Ala His Pro Leu Gly Leu Ser Ala Ser Pro Arg Leu Ala Ala Arg Glu 
370 375 380 

Gly Gin Arg Phe Ser Leu Ser Leu His Ser Glu Ser Lys Val Leu lie 
385 390 395 400 

Leu Phe Cys Asn Leu Val Gly Ser Gly Gin Gin Ala Ser Arg Phe Gly 
405 410 415 

Pro Pro Phe Leu lie Arg Glu Asp Arg Ala Val Ser Trp Ala Gin Leu 
420 425 430 

Gin Gin Ser lie Leu Ser Lys Val Arg His Leu Met Lys Ser Glu Ala 
435 440 445 

Pro Val Gin Asn Leu Gly Ser Leu Phe Ser lie Arg Val Val Gly Leu 
450 455 460 

Ser Val Ala Cys Ser Tyr Leu Ser Pro Lys Asp Ser Arg Pro Leu Cys 
465 470 475 480 

His Trp Ala Val Asp Arg Val Leu His Leu Arg Arg Pro Gly Gly Pro 
485 490 495 



Pro His Val Lys Leu Ala Val Glu Trp Asp Ser Ser Val Lys Glu Arg 
500 505 510 
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Leu Phe Gly Ser Leu Gin Glu Glu Arg Ala Gin Asp Ala Asp Ser Val 
515 520 525 

Trp Gin Gin Gin Gin Ala His Gin Gin His Ser Cys Thr Leu Asp Glu 
530 535 540 

Cys Phe Gin Phe Tyr Thr Lys Glu Glu Gin Leu Ala Gin Asp Asp Ala 
545 550 555 560 

Trp Lys Cys Pro His Cys Gin Val Leu Gin Gin Gly Met Val Lys Leu 
565 570 575 

Ser Leu Trp Thr Leu Pro Asp lie Leu lie lie His Leu Lys Arg Phe 
580 585 590 

Cys Gin Val Gly Glu Arg Arg Asn Lys Leu Ser Thr Leu Val Lys Phe 
595 600 605 

Pro Leu Ser Gly Leu Asn Met Ala Pro His Val Ala Gin Arg Ser Thr 
610 615 620 

Ser Pro Glu Ala Gly Leu Gly Pro Trp Pro Ser Trp Lys Gin Pro Asp 
625 630 - 635 640 

Cys Leu Pro Thr Ser Tyr Pro Leu Asp Phe Leu Tyr Asp Leu Tyr Ala 
645 650 655 

Val Cys Asn His His Gly Asn Leu Gin Gly Gly His Tyr Thr Ala Tyr 
660 665 670 

Cys Arg Asn Ser Leu Asp Gly Gin Trp Tyr Ser Tyr Asp Asp Ser Thr 
675 680 685 

Val Glu Pro Leu Arg Glu Asp Glu Val Asn Thr Arg Gly Ala Tyr lie 
690 695 700 

Leu Phe Tyr Gin Lys Arg Asn Ser lie Pro Pro Trp Ser Ala Ser Ser 
705 710 " 715 720 

Ser Met Arg Gly Ser Thr Ser Ser Ser Leu Ser Asp His Trp Leu Leu 
725 730 735 

Arg Leu Gly Ser His Ala Gly Ser Thr Arg Gly Ser Leu Leu Ser Trp 
740 745 750 

Ser Ser Ala Pro Cys Pro Ser Leu Pro Gin Val Pro Asp Ser Pro lie 
755 760 765 

Phe Thr Asn Ser Leu Cys Asn Gin Glu Lys Gly Gly Leu Glu Pro Arg 
770 775 780 

Arg Leu Val Arg Gly Val Lys Gly Arg Ser lie Ser Met Lys Ala Pro 
785 790 795 800 



Thr Thr Ser Arg Ala Lys Gin Gly Pro Phe Lys Thr Met Pro Leu Arg 
805 810 815 



t 



\ 
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Trp Ser Phe Gly Ser Lys Glu Lys Pro Pro Gly Ala Ser Val Glu Leu 
820 825 830 

Val Glu Tyr Leu Glu Ser Arg Arg Arg Pro Arg Ser Thr Ser Gin Ser 
835 840 845 

lie Val Ser Leu Leu Thr Gly Thr Ala Gly Glu Asp Glu Lys Ser Ala 
850 855 860 

Ser Pro Arg Ser Asn Val Ala Leu Pro Ala Asn Ser Glu Asp Gly Gly 
865 870 875 880 

Arg Ala lie Glu Arg Gly Pro Ala Gly Val Pro Cys Pro Ser Ala Gin 
885 890 895 

Pro Asn His Cys Leu Ala Pro Gly Asn Ser Asp Gly Pro Asn Thr Ala 
900 905 910 

Arg Lys Leu Lys Glu Asn Ala Gly Gin Asp lie Lys Leu Pro Arg Lys 
915 920 925 

Phe Asp Leu Pro Leu Thr Val Met Pro Ser Val Glu His Glu Lys Pro 
930 935 940 

Ala Arg Pro Glu Gly Gin Lys Ala Met Asn Trp Lys Glu Ser Phe Gin 
945 950 955 960 

Met Gly Ser Lys Ser Ser Pro Pro Ser Pro Tyr Met Gly Phe Ser Gly 
965 * 970 975 

Asn Ser Lys Asp Ser Arg Arg Gly Thr Ser Glu Leu Asp Arg Pro Leu 
980 985 990 

Gin Gly Thr Leu Thr Leu Leu Arg Ser Val Phe Arg Lys Lys Glu Asn 
995 1000 1005 

Arg Arg Asn Glu Arg Ala Glu Val Ser Pro Gin Val Pro Pro Val Ser 
1010 1015 1020 

Leu Val Ser Gly Gly Leu Ser Pro Ala Met Asp Gly Gin Ala Pro Gly 
1025 1030 1035 1040 

Ser Pro Pro Ala Leu Arg lie Pro Glu Gly Leu Ala Arg Gly Leu Gly 
1045 1050 1055 

Ser Arg Leu Glu Arg Asp Val Trp Ser Ala Pro Ser Ser Leu Arg Leu 
1060 1065 1070 

Pro Arg Lys Ala Ser Arg Ala Pro Arg Gly Ser Ala Leu Gly Met Ser 
1075 1080 1085 

Gin Arg Thr Val Pro Gly Glu Gin Ala Ser Tyr Gly Thr Phe Gin Arg 
1090 1095 . 1100 

Val Lys Tyr His Thr Leu Ser Leu Gly Arg Lys Lys Thr Leu Pro Glu 
1105 1110 1115 1120 



Ser Ser Phe 
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<210> 78 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<400> 78 

Met Gin Leu Val lie Leu Arg Val Thr lie Phe Leu Pro Trp Cys Phe 
15 10 15 

Ala Val Pro Val Pro Pro Ala Ala Asp His Lys Gly Trp Asp Phe Val 
20 25 30 

Glu Gly Tyr Phe His Gin Phe Phe Leu Thr Lys Lys Glu Ser Pro Leu 
35 40 45 

Leu Thr Gin Glu Thr Gin Thr Gin Leu Leu Gin Gin Phe His Arg Asn 
50 55 60 

Gly Thr Asp Leu Leu Asp Met Gin Met His Ala Leu Leu His Gin Pro 
65 70 75 80 

His Cys Gly Val Pro Asp Gly Ser Asp Thr Ser lie Ser Pro Gly Arg 
85 90 95 

Cys Lys Trp Asn Lys His Thr Leu Thr Tyr Arg lie lie Asn Tyr Pro 
100 105 110 

His Asp Met Lys Pro Ser Ala Val Lys Asp Ser lie Tyr Asn Ala Val 
115 120 125 

Ser lie Trp Ser Asn Val Thr Pro Leu lie Phe Gin Gin Val Gin Asn 
130 135 140 

Gly Asp Ala Asp lie Lys Val Ser Phe Trp Gin Trp Ala His Glu Asp 
145 150 155 160 

Gly Trp Pro Phe Asp Gly Pro Gly Gly lie Leu Gly His Ala Phe Leu 
165 170 175 

Pro Asn Ser Gly Asn Pro Gly Val Val His Phe Asp Lys Asn Glu His 
180 185 190 



Trp Ser Ala Ser Asp 
195 

Glu He Gly His Ser 
210 

He Met Tyr Pro Thr 
225 

Ser Ala Asp Asp He 
245 



Thr Gly Tyr Asn Leu Phe 
200 

Leu Gly Leu Gin His Ser 
215 

Tyr Trp Tyr His Asp Pro 
230 235 

Gin Arg He Gin His Leu 
250 



Leu Val Ala Thr His 
205 

Gly Asn Gin Ser Ser 
220 

Arg Thr Phe Gin Leu 
240 

Tyr Gly Glu Lys Cys 
255 
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Ser Ser Asp lie Pro 
260 



<210> 79 
<211> 483 
<212> PRT 

<213> Homo sapiens 
<400> 79 

Met Lys Val Leu Pro Ala Ser Gly Leu Ala Val Phe Leu lie Met Ala 
15 10 15 

Leu Lys Phe Ser Thr Ala Ala Pro Ser Leu Val Ala Ala Ser Pro Arg 
20 25 30 

Thr Trp Arg Asn Asn Tyr Arg Leu Ala Gin Ala Tyr Leu Asp Lys Tyr 
35 40 45 

Tyr Thr Asn Lys Glu Gly His Gin He Gly Glu Met Val Ala Arg Gly 
50 55 60 

Ser Asn Ser Met He Arg Lys He Lys Glu Leu Gin Ala Phe Phe Gly 
65 70 75 80 

Leu Gin Val Thr Gly Lys Leu Asp Gin Thr Thr Met Asn Val He Lys 
85 90 95 

Lys Pro Arg Cys Gly Val Pro Asp Val Ala Asn Tyr Arg Leu Phe Pro 
100 105 110 

Gly Glu Pro Lys Trp Lys Lys Asn Thr Leu Thr Tyr Arg He Ser Lys 
115 120 125 

Tyr Thr Pro Ser Met Ser Ser Val Glu Val Asp Lys Ala Val Glu Met 
130 135 140 

Ala Leu Gin Ala Trp Ser Ser Ala Val Pro Leu Ser Phe Val Arg He 
145 150 155 160 

Asn Ser Gly Glu Ala Asp He Met He Ser Phe Glu Asn Gly Asp His 
165 170 175 

Gly Asp Ser Tyr Pro Phe Asp Gly Pro Arg Gly Thr Leu Ala His Ala 
180 185 190 

Phe Ala Pro Gly Glu Gly Leu Gly Gly Asp Thr His Phe Asp Asn Pro 
195 200 205 

Glu Lys Trp Thr Met Gly Thr Asn Gly Phe Asn Leu Phe Thr Val Ala 
210 215 220 

Ala His Glu Phe Gly His Ala Leu Gly Leu Ala His Ser Thr Asp Pro 
225 230 235 240 



Ser Ala Leu Met Tyr Pro Thr Tyr Lys Tyr Lys Asn Pro Tyr Gly Phe 
245 250 255 
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His Leu Pro Lys Asp Asp Val Lys Gly lie Gin Ala Leu Tyr Gly Pro 
260 265 270 

Arg Lys Val Phe Leu Gly Lys Pro Thr Leu Pro His Ala Pro His His 
275 280 285 

Lys Pro Ser lie Pro Asp Leu Cys Asp Ser Ser Ser Ser Phe Asp Ala 
290 295 300 

Val Thr Met Leu Gly Lys Glu Leu Leu Leu Phe Lys Asp Arg lie Phe 
305 310 315 320 

Trp Arg Arg Gin Val His Leu Arg Thr Gly lie Arg Pro Ser Thr lie 
325 330 335 

Thr Ser Ser Phe Pro Gin Leu Met Ser Asn Val Asp Ala Ala Tyr Glu 
340 345 350 

Val Ala Glu Arg Gly Thr Ala Tyr Phe Phe Lys Gly Pro His Tyr Trp 
355 360 365 

lie Thr Arg Gly Phe Gin Met Gin Gly Pro Pro Arg Thr lie Tyr Asp 
370 375 380 

Phe Gly Phe Pro Arg His Val Gin Gin lie Asp Ala Ala Val Tyr Leu 
385 390 395 400 

Arg Glu Pro Gin Lys Thr Leu Phe Phe Val Gly Asp Glu Tyr Tyr Ser 
405 410 415 

Tyr Asp Glu Arg Lys Arg Lys Met Glu Lys Asp Tyr Pro Lys Asn Thr 
420 425 430 

Glu Glu Glu Phe Ser Gly Val Asn Gly Gin lie Asp Ala Ala Val Glu 
435 440 445 

Leu Asn Gly Tyr lie Tyr Phe Phe Ser Gly Pro Lys Thr Tyr Lys Tyr 
450 455 460 

Asp Thr Glu Lys Glu Asp Val Val Ser Val Val Lys Ser Ser Ser Trp 
465 ' 470 475 480 

lie Gly Cys 



<210> 80 
<211> 765 
<212> PRT 

<213> Homo sapiens 
<400> 80 

Met Asn Val Ala Leu Gin Glu Leu Gly Ala Gly Ser Asn Met Val Glu 
15 10 15 

Tyr Lys Arg Ala Thr Leu Arg Asp Glu Asp Ala Pro Glu Thr Pro Val 
20 25 30 
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Glu Gly Gly Ala Ser Pro Asp Ala Met Glu Val Gly Phe Gin Lys Gly 
35 40 45 

Thr Arg Gin Leu Leu Gly Ser Arg Thr Gin Leu Glu Leu Val Leu Ala 
50 55 60 

Gly Ala Ser Leu Leu Leu Ala Ala Leu Leu Leu Gly Cys Leu Val Ala 
65 70 75 80 

Leu Gly Val Gin Tyr His Arg Asp Pro Ser His Ser Thr Cys Leu Thr 
85 90 95 

Glu Ala Cys lie Arg Val Ala Gly Lys lie Leu Glu Ser Leu Asp Arg 
100 105 110 

Gly Val Ser Pro Cys Glu Asp Phe Tyr Gin Phe Ser Cys Gly Gly Trp 
115 120 125 

lie Arg Arg Asn Pro Leu Pro Asp Gly Arg Ser Arg Trp Asn Thr Phe 
130 135 140 

Asn Ser Leu Trp Asp Gin Asn Gin Ala lie Leu Lys His Leu Leu Glu 
145 150 . 155 160 

Asn Thr Thr Phe Asn Ser Ser Ser Glu Ala Glu Gin Lys Thr Gin Arg 
165 170 175 

Phe Tyr Leu Ser Cys Leu Gin Val Glu Arg lie Glu Glu Leu Gly Ala 
180 185 190 

Gin Pro Leu Arg Asp Leu lie Glu Lys lie Gly Gly Trp Asn lie Thr 
195 200 205 

Gly Pro Trp Asp Gin Asp Asn Phe Met Glu Val Leu Lys Ala Val Ala 
210 215 220 

Gly Thr Tyr Arg Ala Thr Pro Phe Phe Thr Val Tyr lie Ser Ala Asp 
225 230 235 240 

Ser Lys Ser Ser Asn Ser Asn Val lie Gin Val Asp Gin Ser Gly Leu 
245 250 255 

Phe Leu Pro Ser Arg Asp Tyr Tyr Leu Asn Arg Thr Ala Asn Glu Lys 
260 265 270 

Val Leu Thr Ala Tyr Leu Asp Tyr Met Glu Glu Leu Gly Met Leu Leu 
275 280 285 

Gly Gly Arg Pro Thr Ser Thr Arg Glu Gin Met Gin Gin Val Leu Glu 
290 295 300 

Leu Glu lie Gin Leu Ala Asn lie Thr Val Pro Gin Asp Gin Arg Arg 
305 310 315 320 



Asp Glu Glu Lys lie Tyr His Lys Met Ser lie Ser Glu Leu Gin Ala 
325 330 335 
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Leu Ala Pro Ser Met Asp Trp Leu Glu Phe Leu Ser Phe Leu Leu Ser 
340 345 350 

Pro Leu Glu Leu Ser Asp Ser Glu Pro Val Val Val Tyr Gly Met Asp 
355 360 365 

Tyr Leu Gin Gin Val Ser Glu Leu lie Asn Arg Thr Glu Pro Ser lie 
370 375 380 

Leu Asn Asn Tyr Leu lie Trp Asn Leu Val Gin Lys Thr Thr Ser Ser 
385 390 395 400 

Leu Asp Arg Arg Phe Glu Ser Ala Gin Glu Lys Leu Leu Glu Thr Leu 
405 410 415 

Tyr Gly Thr Lys Lys Ser Cys Val Pro Arg Trp Gin Thr Cys lie Ser 
420 425 430 

Asn Thr Asp Asp Ala Leu Gly Phe Ala Leu Gly Ser Leu Phe Val Lys 
435 440 445 

Ala Thr Phe Asp Arg Gin Ser Lys Glu lie Ala Glu Gly Met lie Ser 
450 455 460 

Glu lie Arg Thr Ala Phe Glu Glu Ala Leu Gly Gin Leu Val Trp Met 
465 470 475 480 

Asp Glu Lys Thr Arg Gin Ala Ala Lys Glu Lys Ala Asp Ala lie Tyr 
485 490 495 

Asp Met lie Gly Phe Pro Asp Phe lie Leu Glu Pro Lys Glu Leu Asp 
500 505 510 

Asp Val Tyr Asp Gly Tyr Glu lie Ser Glu Asp Ser Phe Phe Gin Asn 
515 520 525 

Met Leu Asn Leu Tyr Asn Phe Ser Ala Lys Val Met Ala Asp Gin Leu 
530 535 540 

Arg Lys Pro Pro Ser Arg Asp Gin Trp Ser Met Thr Pro Gin Thr Val 
545 550 555 560 

Asn Ala Tyr Tyr Leu Pro Thr Lys Asn Glu lie Val Phe Pro Ala Gly 
565 570 575 

lie Leu Gin Ala Pro Phe Tyr Ala Arg Asn His Pro Lys Ala Leu Asn 
580 585 590 

Phe Gly Gly He Gly Val Val Met Gly His Glu Leu Thr His Ala Phe 
595 600 605 

Asp Asp Gin Gly Arg Glu Tyr Asp Lys Glu Gly Asn Leu Arg Pro Trp 
610 615 620 

Trp Gin Asn Glu Ser Leu Ala Ala Phe Arg Asn His Thr Ala Cys Met 
625 630 635 640 
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Glu Glu Gin Tyr 



Arg Gin Thr Leu 
660 

Ala Tyr Asn Ala 
675 

Gin Leu Pro Ala 
690 

Phe Ala Gin Val 
705 

Gly Leu Val Thr 



Thr Leu Ser Asn 
740 

Gly Ser Pro Met 
755 



Asn Gin Tyr Gin 
645 

Gly Glu Asn lie 



Tyr Lys Ala Trp 
680 

Val Gly Leu Thr 
695 

Trp Cys Ser Val 
710 

Asp Pro His Ser 
725 

Ser Arg Asp Phe 



Asn Pro Gly Gin 
760 



Val Asn Gly Glu 
650 

Ala Asp Asn Gly 
665 

Leu Arg Lys His 



Asn His Gin Leu 
700 

Arg Thr Pro Glu 
715 

Pro Ala Arg Phe 
730 

Leu Arg His Phe 
745 

Leu Cys Glu Val 



Arg Leu Asn Gly 
655 

Gly Leu Lys Ala 
670 

Gly Glu Glu Gin 
685 

Phe Phe Val Gly 



Ser Ser His Glu 
720 

Arg Val Leu Gly 
735 

Gly Cys Pro Val 
750 

Trp 
765 



<210> 81 

<211> 419 

<212> PRT 

<213> Homo sapiens 



<400> 81 
Met Pro Glu Lys 
1 

lie Asn Cys Ser 
20 

Glu Gly Lys Leu 
35 



Arg Pro Phe Glu 
5 

Leu Cys Leu Lys 

Glu Ala Ala Ala 
40 



Arg Leu Pro Ala 
10 

Pro Asp Leu Leu 
25 

Gin Val Arg Gin 



Asp Val Ser Pro 
15 

Asp Phe Thr Phe 
30 

Ala Thr Asn Gin 
45 



lie Val Met Asn Cys Ala Asp lie 
50 55 

Pro Glu Gly Asp Glu Glu lie His 
65 70 

Glu Asp Glu Lys Val Thr Leu Ser 
85 

Thr Gly Thr Leu Lys lie Asp Phe 
100 



Asp lie lie Thr Ala Ser Tyr Ala 
60 

Ala Thr Gly Phe Asn Tyr Gin Asn 
75 80 

Phe Pro Ser Thr Leu Gin Thr Gly 
90 95 

Val Gly Glu Leu Asn Asp Lys Met 
105 110 



Lys Gly Phe Tyr 
115 

Tyr Ala Ala Val 
130 . 



Arg Ser Lys Tyr 
120 

Thr Gin Phe Glu 
135 



Thr Thr Pro Ser 

Ala Thr Asp Ala 
140 



Gly Glu Val Arg 
125 

Arg Arg Ala Phe 



103 

Pro Cys Trp Asp Glu Arg Ala lie Lys Ala Thr Phe Asp lie Ser Leu 
145 150 155 160 

Val Val Pro Lys Asp Arg Val Ala Leu Ser Asn Met Asn Val lie Asp 
165 170 175 

Arg Lys Pro Tyr Pro Asp Asp Glu Asn Leu Val Glu Val Lys Phe Ala 
180 185 190 

Arg Thr Pro Val Thr Ser Thr Tyr Leu Val Ala Phe Val Val Gly Glu 
195 200 205 

Tyr Asp Phe Val Glu Thr Arg Ser Lys Asp Gly Val Cys Val Cys Val 
210 215 220 

Tyr Thr Pro Val Gly Lys Ala Glu Gin Gly Lys Phe Ala Leu Glu Val 
225 230 235 240 

Ala Ala Lys Thr Leu Pro Phe Tyr Asn Asp Tyr Phe Asn Val Pro Tyr 
245 250 255 

Pro Leu Pro Lys lie Asp Leu lie Ala lie Ala Asp Phe Ala Ala Gly 
260 265 270 

Ala Met Glu Asn Trp Asp Leu Val Thr Tyr Arg Glu Thr Ala Leu Leu 
275 280 285 

lie Asp Pro Lys Asn Ser Cys Ser Ser Ser Arg Gin Trp Val Ala Leu 
290 295 300 

Val Val Gly His Glu Leu Ala His Gin Trp Phe Gly Asn Leu Val Thr - 
305 310 315 320 

Met Glu Trp Trp Thr His Leu Trp Leu Asn Glu Gly Phe Ala Ser Trp 
325 330 335 

lie Glu Tyr Leu Cys Val Asp His Cys Phe Pro Glu Tyr Asp lie Trp 
340 345 350 

Thr Gin Phe Val Ser Ala Asp Tyr Thr Arg Ala Gin Glu Leu Asp Ala 
355 360 365 

Leu Asp Asn Ser His Pro lie Glu Val Ser Val Gly His Pro Ser Glu 
370 375 380 

Val Asp Glu lie Phe Asp Ala He Ser Tyr Ser Lys Gly Ala Ser Val 
385 390 395 400 

He Arg Met Leu His Asp Tyr He Gly Asp Lys Val Lys Lys Lys Thr 
405 410 415 

Leu Ser He 



<210> 
<211> 
<212> 



82 

755 

PRT 
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<213> Homo sapiens 
<400> 82 

Met Arg Pro Ala Pro lie Ala Leu Trp Leu Arg Leu Val Leu Ala Leu 
15 10 15 

Ala Leu Val Arg Pro Arg Ala Val Gly Trp Ala Pro Val Arg Ala Pro 
20 25 30 

lie Tyr Val Ser Ser Trp Ala Val Gin Val Ser Gin Gly Asn Arg Glu 
35 40 45 

Val Glu Arg Leu Ala Arg Lys Phe Gly Phe Val Asn Leu Gly Pro lie 
50 55 60 

Phe Pro Asp Gly Gin Tyr Phe His Leu Arg His Arg Gly Val Val Gin 
65 70 75 80 

Gin Ser Leu Thr Pro His Trp Gly His His Leu His Leu Lys Lys Asn 
85 90 95 

Pro Lys Val Gin Trp Phe Gin Gin Gin Thr Leu Gin Arg Arg Val Lys 
100 105 110 

Arg Ser Val Val Val Pro Thr Asp Pro Trp Phe Ser Lys Gin Trp Tyr 
115 120 125 

Met Asn Ser Glu Ala Gin Pro Asp Leu Ser lie Leu Gin Ala Trp Ser 
130 135 140 

Gin Gly Leu Ser Gly Gin Gly lie Val Val Ser Val Leu Asp Asp Gly 
145 150 155 160 

lie Glu Lys Asp His Pro Asp Leu Trp Ala Asn Tyr Asp Pro Leu Ala 
165 170 175 

Ser Tyr Asp Phe Asn Asp Tyr Asp Pro Asp Pro Gin Pro Arg Tyr Thr 
180 185 190 

Pro Ser Lys Glu Asn Arg His Gly Thr Arg Cys Ala Gly Glu Val Ala 
195 200 205 

Ala Met Ala Asn Asn Gly Phe Cys Gly Val Gly Val Ala Phe Asn Ala 
210 215 220 

Arg lie Gly Gly Val Arg Met Leu Asp Gly Thr lie Thr Asp Val lie 
225 230 235 240 

Glu Ala Gin Ser Leu Ser Leu Gin Pro Gin His lie His lie Tyr Ser 
245 250 255 

Ala Ser Trp Gly Pro Glu Asp Asp Gly Arg Thr Val Asp Gly Pro Gly 
260 265 270 



He Leu Thr Arg Glu Ala Phe Arg Arg Gly Val Thr Lys Gly Arg Gly 
275 280 285 



105 



Gly Leu Gly Thr Leu Phe lie Trp Ala Ser Gly Asn Gly Gly Leu His 
290 295 300 

Tyr Asp Asn Cys Asn Cys Asp Gly Tyr Thr Asn Ser lie His Thr Leu 
305 310 315 320 

Ser Val Gly Ser Thr Thr Gin Gin Gly Arg Val Pro Trp Tyr Ser Glu 
325 330 335 

Ala Cys Ala Ser Thr Leu Thr Thr Thr Tyr Ser Ser Gly Val Ala Thr 
340 345 350 

Asp Pro Gin lie Val Thr Thr Asp Leu His His Gly Cys Thr Asp Gin 
355 360 365 

His Thr Gly Thr Ser Ala Ser Ala Pro Leu Ala Ala Gly Met lie Ala 
370 375 380 

Leu Ala Leu Glu Ala Asn Pro Phe Leu Thr Trp Arg Asp Met Gin His 
385 390 395 400 

Leu Val Val Arg Ala Ser Lys Pro Ala His Leu Gin Ala Glu Asp Trp 
405 - 410 415 

Arg Thr Asn Gly Val Gly Arg Gin Val Ser His His Tyr Gly Tyr Gly 
420 425 430 

Leu Leu Asp Ala Gly Leu Leu Val Asp Thr Ala Arg Thr Trp Leu Pro 
435 440 445 

Thr Gin Pro Gin Arg Lys Cys Ala Val Arg Val Gin Ser Arg Pro Thr 
450 455 460 

Pro lie Leu Pro Leu lie Tyr lie Arg Glu Asn Val Ser Ala Cys Ala 
465 470 475 480 

Gly Leu His Asn Ser lie Arg Ser Leu Glu His Val Gin Ala Gin Leu 
485 490 495 

Thr Leu Ser Tyr Ser Arg Arg Gly Asp Leu Glu He Ser Leu Thr Ser 
500 505 510 

Pro Met Gly Thr Arg Ser Thr Leu Val Ala He Arg Pro Leu Asp Val 
515 520 525 

Ser Thr Glu Gly Tyr Asn Asn Trp Val Phe Met Ser Thr His Phe Trp 
530 535 540 

Asp Glu Asn Pro Gin Gly Val Trp Thr Leu Gly Leu Glu Asn Lys Gly 
545 550 555 560 

Tyr Tyr Phe Asn Thr Gly Thr Leu Tyr Arg Tyr Thr Leu Leu Leu Tyr 
565 570 575 

Gly Thr Ala Glu Asp Met Thr Ala Arg Pro Thr Gly Pro Gin Val Thr 
580 585 590 
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Ser Ser Ala Cys Val Gin Arg Asp Thr Glu Gly Leu Cys Gin Ala Cys 
595 600 605 

Asp Gly Pro Ala Tyr lie Leu Gly Gin Leu Cys Leu Ala Tyr Cys Pro 
610 615 620 

Pro Arg Phe Phe Asn His Thr Arg Leu Val Thr Ala Gly Pro Gly His 
625 - 630 635 640 

Thr Ala Ala Pro Ala Leu Arg Val Cys Ser Ser Cys His Ala Ser Cys 
645 650 655 

Tyr Thr Cys Arg Gly Gly Ser Pro Arg Asp Cys Thr Ser Cys Pro Pro 
660 665 670 

Ser Ser Thr Leu Asp Gin Gin Gin Gly Ser Cys Met Gly Pro Thr Thr 
675 680 • 685 

Pro Asp Ser Arg Pro Arg Leu Arg Ala Ala Ala Cys Pro His His Arg 
690 695 700 

Cys Pro Ala Ser Ala Met Val Leu Ser Leu Leu Ala Val Thr Leu Gly 
705 710 715 720 

Gly Pro Val Leu Cys Gly Met Ser Met Asp Leu Pro Leu Tyr Ala Trp 
725 730 735 

Leu Ser Arg Ala Arg Ala Thr Pro Thr Lys Pro Gin Val Trp Leu Pro 
740 745 750 

Ala Gly Thr 



<210> 83 

<211> 391 

<212> PRT 

<213> Homo sapiens 

<400> 83 

Gly Pro Gly Arg Gin Gly Gly Cys Ala Gly Arg Arg Ser Thr Ala Leu 
15 10 15 

Pro Leu Arg Ala Pro Leu Arg Ala Arg Arg Pro Gly Pro Arg Ser Glu 
20 25 30 

Arg Met Gly Ala Ala Thr Cys Arg Gly Ser Arg lie Pro Ser Gly Pro 
35 40 45 

Pro Val Gin Gly Glu Arg Ser Ala Pro Arg Phe Gly Val Thr Ser Leu 
50 55 60 

Ser Leu Trp Pro Ala Asp Phe Lys Asp Asn Trp Arg lie Ala Gly Ser 
65 70 75 80 

Arg Gin Glu Val Ala Leu Ala Gly Glu Pro Ala Asp Gin Gin Gin Thr 



755 



85 



90 



95 
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His Leu Arg Arg Leu Pro Tyr Arg Gin Thr Leu Gly Tyr Lys Glu Asp 
100 105 110 

Thr Thr Asn Pro Val Cys Gly Glu Pro Trp Trp Ser Glu Asp Leu Glu 
115 120 125 

Met Thr Arg His Trp Pro Trp Glu Val Ser Leu Arg Met Glu Asn Glu 
130 135 140 

His Val Cys Gly Gly Ala Leu lie Asp Pro Ser Trp Val Val Thr Ala 
145 150 155 160 

Ala His Cys Ser Gin Gly Thr Lys Glu Tyr Ser Val Val Leu Gly Thr 
165 170 175 

Ser Lys Leu Gin Pro Met Asn Phe Ser Arg Ala Leu Trp Val Pro Val 
180 185 190 

Arg Asp lie lie Met His Pro Lys Tyr Trp Gly Arg Ala Phe lie Met 
195 200 205 

Gly Asp Val Ala Leu Val His Leu Gin Thr Pro Val Thr Phe Ser Glu 
210 215 220 

Tyr Val Gin Pro lie Cys Leu Pro Glu Pro Asn Phe Asn Leu Lys Val 
225 230 235 240 

Gly Thr Gin Cys Trp Val Thr Gly Trp Ser Gin Val Lys Gin Arg Phe 
245 250 255 

Ser Gly Ser Thr Ala Asn Ser Met Leu Thr Pro Glu Leu Gin Glu Ala 
260 265 270 

Glu Val Phe lie Met Asp Asn Lys Arg Cys Asp Arg His Tyr Lys Lys 
275 280 285 

Ser Phe Phe Pro Pro Val Val Pro Leu Val Leu Gly Asp Met lie Cys 
290 295 300 

Ala Thr Asn Tyr Gly Glu Asn Leu Cys Tyr Gly Asp Ser Gly Gly Pro 
305 310 315 320 

Leu Ala Cys Glu Val Glu Gly Arg Trp lie Leu Ala Gly Val Leu Ser 
325 330 335 

Trp Glu Lys Ala Cys Val Lys Ala Gin Asn Pro Gly Val Tyr Thr Arg 
340 345 350 

lie Thr Lys Tyr Thr Lys Trp lie Lys Lys Gin Met Ser Asn Gly Ala 
355 360 365 

Phe Ser Gly Pro Cys Ala Ser Ala Cys Leu Leu Phe Leu Cys Trp Pro 
370 375 380 

Leu Gin Pro Gin Met Gly Ser 
385 390 
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<210> 84 
<211> 227 
<212> PRT 

<213> Homo sapiens 
<400> 84 

lie Leu Thr Pro Val Cys Gly Arg Thr Pro Leu Arg lie Val Gly Gly 
15 10 15 

Val Asp Ala Glu Glu Gly Arg Trp Pro Trp Gin Val Ser Val Arg Thr 
20 25 30 

Lys Gly Arg His lie Cys Gly Gly Thr Leu Val Thr Ala Thr Trp Val 
35 40 45 

Leu Thr Ala Gly His Cys lie Ser Ser Arg Phe His Tyr Ser Val Lys 
50 55 60 

Met Gly Asp Arg Ser Val Tyr Asn Glu Asn Thr Ser Val Val Val Ser 
65 70 75 80 

Val Gin Arg Ala Phe Val His Pro Lys Phe Ser Thr Val Thr Thr lie 
85 90 95 

Arg Asn Asp Leu Ala Leu Leu Gin Leu Gin His Pro Val Asn Phe Thr 
100 105 110 

Ser Asn lie Gin Pro He Cys He Pro Gin Glu Asn Phe Gin Val Glu 
115 120 125 

Gly Arg Thr Arg Cys Trp Val Thr Gly Trp Gly Lys Thr Pro Glu Arg* 
130 135 140 

Gly Glu Lys Leu Ala Ser Glu He Leu Gin Asp Val Asp Gin Tyr He 
145 150 155 160 

Met Cys Tyr Glu Glu Cys Asn Lys He He Gin Lys Ala Leu Ser Ser 
165 170 175 

Thr Lys Asp Val He He Lys Gly Met Val Cys Gly Tyr Lys Glu Gin 
180 185 190 

Gly Lys Asp Ser Cys Gin Gly Asp Ser Gly Gly Arg Leu Ala Cys Glu 
195 200 205 

Tyr Asn Asp Thr Trp Val Gin Val Gly He Val Ser Trp Gly He Gly 
210 215 220 

Cys Gly Arg 
225 



<210> 85 

<211> 296 

<212> PRT 

<213> Homo sapiens 
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<400> 85 
Met Gly Ala Arg 
1 

Gly Leu Gly Lys 
20 

Val Ala Gly Gly 
35 

Ser Leu Arg Leu 
50 

Arg Arg Trp Val 
65 

Pro Ser Glu Trp 



Pro Trp Asn Leu 
100 

lie Val Asn Pro 
115 

Leu Arg Leu Ala 
130 

Cys lie Glu Ser 
145 

Val Thr Gly Trp 



Pro Tyr Asn Leu 
180 

Cys Asn Tyr Leu 
195 

Ser Met Phe Cys 
210 

Gly Asp Ser Gly 
225 

Gin Val Gly lie 



Pro Gly Val Tyr 
260 

Val Met Ser His 
275 

Leu Leu Ala Leu 
290 



Gly Ala Leu Leu 
5 

Pro Glu Ala Cys 



Val Glu Ser Ala 
40 

Arg Arg Arg His 
55 

Leu Ser Ala Ala 
70 

Thr Val Gin Leu 
85 

Arg Ala Tyr Ser 



Asp Ala Leu Gly 
120 

Ser Ser Val Thr 
135 

Ser Thr Phe Asn 
150 

Gly Leu lie Ser 
165 

Arg Glu Ala Gin 



Phe Glu Gin Pro 
200 

Ala Gly Ala Glu 
215 

Gly Pro Leu Val 
230 

Val Ser Trp Gly 
245 

Thr Asn lie Ser 



Ser Thr Pro Arg 
280 

Leu Trp Ala Pro 
295 



Leu Ala Leu Leu 
10 

Gly His Arg Glu 
25 

Arg Gly Arg Trp 



Arg Cys Gly Gly 
60 

His Cys Phe Gin 
75 

Gly Glu Leu Thr 
90 

Ser Arg Tyr Lys 
105 

Val Leu Arg Asn 



Tyr Asn Ala Tyr 
140 

Phe Val His Arg 
155 

Pro Ser Gly Thr 
170 

Val Thr He Leu 
185 

Ser Ser Arg Ser 



Asp Gly Ser Val 
220 

Cys Asp Lys Asp 
235 

Met Asp Cys Gly 
250 

Val Tyr Phe His 
265 

Pro Asn Pro Ser 



Leu Ala Arg Ala 
15 

He His Ala Leu 
30 

Pro Trp Gin Ala 
45 

Ser Leu Leu Ser 



Lys His Tyr Tyr 
80 

Ser Arg Pro Thr 
95 

Val Gin Asp He 
110 

Asp He Ala Leu 
125 

He Gin Pro He 



Pro Asp Cys Trp 
160 

Pro Leu Pro Pro 
175 

Asn Asn Thr Arg 
190 

Met He Trp Asp 
205 

Asp Thr Cys Lys 



Gly Leu Trp Tyr 
240 

Gin Pro Asn Arg 
255 

Trp He Arg Arg 
270 

Gin Leu Leu Leu 
285 
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<210> 86 
<211> 628 
<212> PRT 

<213> Homo sapiens 
<400> 86 

Met Gly Ser Thr Trp Gly Ser Pro Gly Trp Val Arg Leu Ala Leu Cys 
1 5 10 15 

Leu Thr Gly Leu Val Leu Ser Leu Tyr Ala Leu His Val Lys Ala Ala 
20 25 30 

Arg Ala Arg Asp Arg Asp Tyr Arg Ala Leu Cys Asp Val Gly Thr Ala 
35 40 45 

lie Ser Cys Ser Arg Val Phe Ser Ser Arg Trp Gly Arg Gly. Phe Gly 
50 55 60 

Leu Val Glu His Val Leu Gly Gin Asp Ser lie Leu Asn Gin Ser Asn 
65 70 75 80 

Ser lie Phe Gly Cys lie Phe Tyr Thr, Leu Gin Leu Leu Leu Gly Leu 
85 90 95 

Gin Ala Ala Gin Arg Ala Cys Gly Gin Arg Gly Pro Gly Pro Pro Lys 
100 105 110 

Pro Gin Glu Gly Asn Thr Val Pro Gly Glu Trp Pro Trp Gin Ala Ser 
115 120 125 

Val Arg Arg Gin Gly Ala His He Cys Ser Gly Ser Leu Val Ala Asp 
130 135 140 

Thr Trp Val Leu Thr Ala Ala His Cys Phe Glu Lys Ala Ala Ala Thr 
145 150 155 160 

Glu Leu Asn Ser Trp Ser Val Val Leu Gly Ser Leu Gin Arg Glu Gly 
165 170 175 

Leu Ser Pro Gly Ala Glu Glu Val Gly Val Ala Ala Leu Gin Leu Pro 
180 185 190 

Arg Ala Tyr Asn His Tyr Ser Gin Gly Ser Asp Leu Ala Leu Leu Gin 
195 200 205 

Leu Ala His Pro Thr Thr His Thr Pro Leu Cys Leu Pro Gin Pro Ala 
210 215 220 

His Arg Phe Pro Phe Gly Ala Ser Cys Trp Ala Thr Gly Trp Asp Gin 
225 230 235 240 

Asp Thr Ser Asp Ala Pro Gly Thr Leu Arg Asn Leu Arg Leu Arg Leu 
245 250 255 

He Ser Arg Pro Thr Cys Asn Cys He Tyr Asn Gin Leu His Gin Arg 
260 265 270 



Ill 



His Leu Ser Asn Pro Ala Arg Pro Gly Met Leu Cys Gly Gly Pro Gin 
275 280 285 

Pro Gly Val Gin Gly Pro Cys Gin Gly Asp Ser Gly Gly Pro Val Leu 
290 295 300 

Cys Leu Glu Pro Asp Gly His Trp Val Gin Ala Gly lie lie Ser Phe 
305 310 315 320 

Ala Ser Ser Cys Ala Gin Glu Asp Ala Pro Val Leu Leu Thr Asn Thr 
325 330 335 

Ala Ala His Ser Ser Trp Leu Gin Ala Arg Val Gin Gly Ala Ala Phe 
340 345 350 

Leu Ala Gin Ser Pro Glu Thr Pro Glu Met Ser Asp Glu Asp Ser Cys 
355 360 * 365 

Val Ala Cys Gly Ser Leu Arg Thr Ala Gly Pro Gin Ala Gly Ala Pro 
370 375 380 

Ser Pro Trp Pro Trp Glu Ala Arg Leu Met His Gin Gly Gin Leu Ala 
385 390 395 400 

Cys Gly Gly Ala Leu Val Ser Glu Glu Ala Val Leu Thr Ala Ala His 
405 410 415 

Cys Phe lie Gly Arg Gin Ala Pro Glu Glu Trp Ser Val Gly Leu Gly 
420 425 430 

Thr Arg Pro Glu Glu Trp Gly Leu Lys Gin Leu lie Leu His Gly Ala 
435 440 445 

Tyr Thr His Pro Glu Gly Gly Tyr Asp Met Ala Leu Leu Leu Leu Ala 
450 455 460 

Gin Pro Val Thr Leu Gly Ala Ser Leu Arg Pro Leu Cys Leu Pro Tyr 
465 470 475 480 

Pro Asp His His Leu Pro Asp Gly Glu Arg Gly Trp Val Leu Gly Arg 
485 490 495 

Ala Arg Pro Gly Ala Gly lie Ser Ser Leu Gin Thr Val Pro Val Thr 
500 505 510 

Leu Leu Gly Pro Arg Ala Cys Ser Arg Leu His Ala Ala Pro Gly Gly 
515 520 525 

Asp Gly Ser Pro lie Leu Pro Gly Met Val Cys Thr Ser Ala Val Gly 
530 535 540 

Glu Leu Pro Ser Cys Glu Gly Leu Ser Gly Ala Pro Leu Val His Glu 
545 550 555 560 



Val Arg Gly Thr Trp Phe Leu Ala Gly Leu His Ser Phe Gly Asp Ala 
565 570 575 
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Cys Gin Gly Pro Ala Arg Pro Ala 
580 

Glu Asp Trp Val Ser Ser Leu Asp 
595 600 

Pro Glu Pro Glu Ala Glu Pro Gly 
610 615 

Pro Thr Ser Cys 
625 



Val Phe Thr Ala Leu Pro Ala Tyr 
585 590 

Trp Gin Val Tyr Phe Ala Glu Glu 
605 

Ser Cys Leu Ala Asn lie Ser Gin 
620 



<210> 87 

<211> 276 

<212> PRT 

<213> Homo sapiens 

<400> 87 

Met Arg Ala Pro His Leu His Leu Ser Ala Ala Ser Gly Ala Arg Ala 
1 5 10 15 

Leu Ala Lys Leu Leu Pro Leu Leu Met Ala Gin Leu Trp Ala Ala Glu 
20 25 30 

Ala Ala Leu Leu Pro Gin Asn Asp Thr Arg Leu Asp Pro Glu Ala Tyr 
35 40 45 

Gly Ala Pro Cys Ala Arg Gly Ser Gin Pro Trp Gin Val Ser Leu Phe 
50 55 60 

Asn Gly Leu Ser Phe His Cys Ala Gly Val Leu Val Asp Gin Ser Trp 
65 70 75 80 

Val Leu Thr Ala Ala His Cys Gly Asn Lys Pro Leu Trp Ala Arg Val 
85 90 95 

Gly Asp Asp His Leu Leu Leu Leu Gin Gly Glu Gin Leu Arg Arg Thr 
100 105 110 

Thr Arg Ser Val Val His Pro Lys Tyr His Gin Gly Ser Gly Pro lie 
115 120 125 

Leu Pro Arg Arg Thr Asp Glu His Asp Leu Met Leu Leu Lys Leu Ala 
130 135 140 

Arg Pro Val Val Pro Gly Pro Arg Val Arg Ala Leu Gin Leu Pro Tyr 
145 150 155 160 

Arg Cys Ala Gin Pro Gly Asp Gin Cys Gin Val Ala Gly Trp Gly Thr 
165 170 175 

Thr Ala Ala Arg Arg Val Lys Tyr Asn Lys Gly Leu Thr Cys Ser Ser 
180 185 190 

lie Thr lie Leu Ser Pro Lys Glu Cys Glu Val Phe Tyr Pro Gly Val 
195 200 205 
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Val Thr Asn Asn Met lie Cys Ala Gly Leu Asp Arg Gly Gin Asp Pro 
210 215 220 

Cys Gin Ser Asp Ser Gly Gly Pro Leu Val Cys Asp Glu Thr Leu Gin 
225 230 235 240 

Gly lie Leu Ser Trp Gly Val Tyr Pro Cys Gly Ser Ala Gin His Pro 
245 250 255 

Ala Val Tyr Thr Gin lie Cys Lys Tyr Met Ser Trp He Asn Lys Val 
260 265 270 

He Arg Ser Asn 
275 



<210> 88 
<211> 285 
<212> PRT 

<213> Homo sapiens 



<400> 88 
Asn Val Gin Cys 
1 

Pro Phe His Glu 
20 

Val Ser He Gin 
35 

His Trp Trp Trp 
50 

Leu Asp Met Ala 
65 

Phe Ser Asn He 



His Lys Tyr Tyr 
100 

Leu Leu Ala Thr 
115 



Gly His Arg Pro 
5 

Arg Leu Gin Val 



Met Ser Arg Lys 
40 

Val Leu Thr Ala 
55 

Val Val Asn Val 
70 

His Ser Glu Arg 
85 

Lys Pro Pro Gin 



Pro Val Gin Phe 
120 



Ala Phe Pro Asn 

10 

Gin Asn Gly Glu 
25 

His Leu Cys Gly 



Ala His Cys Phe 
60 

Thr Val Val Met 
75 

Lys Gin Val Gin 
90 

Leu Asp Ser Asp 
105 

Ser Asn Phe Lys 



Ser Ser Trp Leu 
15 

Cys Pro Trp Gin 
30 

Gly Ser He Leu 
45 

Arg Arg Thr Leu 



Gly Thr Arg Thr 
80 

Lys Val He He 
95 

Leu Ser Leu Leu 
110 

Met Pro Val Cys 
125 



Leu Gin Glu Glu Glu Arg Thr Trp 
130 135 

Val Thr Thr Asn Gly Tyr Asp Gin 
145 150 

Glu Lys Leu Arg Val Val Gin He 
165 

Val Asn Gin Leu Ser Arg Asn Met 
180 



Asp Trp Cys Trp Met Ala Gin Trp 

140 

Tyr Asp Asp Leu Asn Met His Leu 
155 160 

Ser Arg Lys Glu Cys Ala Lys Arg 
170 175 

He Cys Ala Trp Asn Glu Pro Gly 
185 190 
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Thr Asn Gly Gin 
195 

Lys Lys Asn Lys 
210 

Val Gly Cys Gly 
225 

Asn Tyr Leu Leu 



Tyr Lys Tyr Glu 
260 

Ala lie Leu Leu 
275 



Gly Pro Gly Glu 
200 

Ser Thr Trp Tyr 
215 

Gin Lys Asn Met 
230 

Trp lie Glu Arg 
245 

Pro Asp Ser Val 



Leu Tyr Phe Val 
280 



Val Gly Gly Pro 



Gin Leu Gly lie 
220 

Pro Gly Val Tyr 
235 

Lys Thr Val Leu 
250 

Tyr Ala Leu Leu 
265 

Met Leu Leu Leu 



Leu Val Cys Gin 
205 

lie Ser Trp Gly 



Thr Glu Leu Ser 
240 

Ala Gly Lys Pro 
255 

Leu Ser Pro Trp 
270 

Ser 
285 



<210> 89 

<211> 413 

<212> PRT 

< 2 1 3 > Homo s ap i en s 

<400> 89 

Met Glu Asn Met Leu Leu Trp Leu lie Phe Phe Thr Pro Gly Trp Thr 
15 10 15 

Leu lie Asp Gly Ser Glu Met Glu Trp Asp Phe Met Trp His Leu Arg 
20 25 30 

Lys Val Pro Arg lie Val Ser Glu Arg Thr Phe His Leu Thr Ser Pro 
35 40 45 

Ala Phe Glu Ala Asp Ala Lys Met Met Val Asn Thr Val Cys Gly lie 
50 55 60 

Glu Cys Gin Lys Glu Leu Pro Thr Pro Ser Leu Ser Glu Leu Glu Asp 
65 70 75 80 

Tyr Leu Ser Tyr Glu Thr Val Phe Glu Asn Gly Thr Arg Thr Leu Thr 
85 90 95 

Arg Val Lys Val Gin Asp Leu Val Leu Glu Pro Thr Gin Asn lie Thr 
100 105 110 

Thr Lys Gly Val Ser Val Arg Arg Lys Arg Gin Val Tyr Gly Thr Asp 
115 120 125 

Ser Arg Phe Ser lie Leu Asp Lys Arg Phe Leu Thr Asn Phe Pro Phe 
130 135 140 

Ser Thr Ala Val Lys Leu Ser Thr Gly Cys Ser Gly lie Leu lie Ser 
145 150 155 160 



Pro Gin His Val Leu Thr Ala Ala His Cys Val His Asp Gly Lys Asp 
165 170 175 
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Tyr Val Lys Gly Ser Lys Lys Leu Arg Val Gly Leu Leu Lys Met Arg 
180 185 190 

Asn Lys Ser Gly Gly Lys Lys Arg Arg Gly Ser Lys Arg Ser Arg Arg 
195 200 205 

Glu Ala Ser Gly Gly Asp Gin Arg Glu Gly Thr Arg Glu His Leu Pro 
210 215 220 

Glu Arg Ala Lys Gly Gly Arg Arg Arg Lys Lys Ser Gly Arg Gly Gin 
225 230 235 240 

Arg lie Ala Glu Gly Arg Pro Ser Phe Gin Trp Thr Arg Val Lys Asn 
245 250 255 

Thr His lie Pro Lys Gly Trp Ala Arg Gly Gly Met Gly Asp Ala Thr 
260 265 270 

Leu Asp Tyr Asp Tyr Ala Leu Leu Glu Leu Lys Arg Ala His Lys Lys 
275 280 285 

Lys Tyr Met Glu Leu Gly lie Ser Pro Thr lie Lys Lys Met Pro Gly 
290 295 - 300 

Gly Met lie His Phe Ser Gly Phe Asp Asn Asp Arg Ala Asp Gin Leu 
305 310 315 320 

Val Tyr Arg Phe Cys Ser Val Ser Asp Glu Ser Asn Asp Leu Leu Tyr 
325 330 335 

Gin Tyr Cys Asp Ala Glu Ser Gly Ser Thr Gly Ser Gly Val Tyr Leu 
340 345 350 

Arg Leu Lys Asp Pro Asp Lys Lys Asn Trp Lys Arg Lys lie lie Ala 
355 360 365 

Val Tyr Ser Gly His Gin Trp Val Asp Val His Gly Val Gin Lys Asp 
370 375 380 

Tyr Asn Val Ala Val Arg lie Thr Pro Leu Lys Tyr Ala Gin lie Cys 
385 390 395 400 

Leu Trp lie His Gly Asn Asp Ala Asn Cys Ala Tyr Gly 
405 410 



<210> 90 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 90 

Met Gly Asp Pro Glu Gly Ser Ala Glu Trp Gly Trp Gly Lys Gly lie 
15 10 15 

Pro Val Val Arg Arg Asn Leu Leu Thr Val Asp Gly lie Ser Leu Cys 
20 25 30 
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Leu Glu Gly Ser 
35 

Ser His Ser Leu 
50 

Met Trp Leu Leu 
65 

Gin Asp Gly Asp 



Gin Pro Trp Gin 
100 

Ala Ser Leu lie 
115 

Ser Arg Phe Met 
130 

Asp Gly Pro Glu 
145 

Arg Tyr Glu Ala 



Val Gin Pro Ala 
180 

Thr Arg Cys Pro 
195 

Leu Val Ser His 
210 

Val Ser Leu Pro 
225 

Asp Thr Ser Cys 



Val Cys Ala Gly 
260 

Ser Gly Gly Pro 
275 

Trp Gly Asp Val 
290 

Lys Val Cys His 
305 



Trp Trp Arg Gin 
40 

Pro Arg Leu Gin 
55 

Leu Thr Leu Ser 
70 

Lys Leu Leu Glu 
85 

Val Ala Leu Tyr 



Ser Pro His Trp 
120 

Arg Val Arg Leu 
135 

Gin Leu Arg Thr 
150 

Arg Ser His Arg 
165 

Arg Leu Asn Pro 



His Pro Gly Glu 
200 

Asn Glu Pro Gly 
215 

Asp Thr Leu His 
230 

Asp Lys Ser Tyr 
245 

Ala Glu Gly Arg 



Leu Val Cys Gly 
280 

Pro Cys Asp Asn 
295 

Tyr Leu Glu Trp 
310 



Lys Gly Pro Ala 



Pro Asn Pro Gly 
60 

Phe Leu Leu Ala 
75 

Gly Asp Glu Cys 
90 

Glu Arg Gly Arg 
105 

Val Leu Ser Ala 



Gly Glu His Asn 
140 

Thr Ser Arg Val 
155 

Asn Asp lie Met 
170 

Gin Val Arg Pro 
185 

Ala Cys Val Val 



Thr Ala Gly Ser 
220 

Cys Ala Asn lie 
235 

Pro Gly Arg Leu 
250 

Gly Ala Glu Ser 
265 

Gly lie Leu Gin 



Thr Thr Lys Pro 
300 

lie Arg Glu Thr 
315 



Ser Pro Gly Phe 
45 

Pro Ser Ser Thr 



Ser Thr Ala Ala 
80 

Ala Pro His Ser 
95 

Phe Asn Cys Gly 
110 

Ala His Cys Gin 
125 

Leu Arg Lys Arg 



lie Pro His Pro 
160 

Leu Leu Arg Leu 
175 

Ala Val Leu Pro 
190 

Ser Gly Trp Gly 
205 

Pro Arg Ser Gin 



Ser lie lie Ser 
240 

Thr Asn Thr Met 
255 

Cys Glu Gly Asp 
270 

Gly lie Val Ser 
285 

Gly Val Tyr Thr 



Met Lys Arg Asn 
320 
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<210> 91 
<211> 328 
<212> PRT 

<213> Homo sapiens 
<400> 91 

Met Gly Pro Ala Gly Cys Ala Phe Thr Leu Leu Leu Leu Leu Gly lie 
15 10 15 

Ser Val Cys Gly Gin Pro Val Tyr Ser Ser Arg Val Val Gly Gly Gin 
20 25 30 

Asp Ala Ala Ala Gly Arg Trp Pro Trp Gin Val Ser Leu His Phe Asp 
35 40 45 

His Asn Phe lie Cys Gly Gly Ser Leu Val Ser Glu Arg Leu lie Leu 
50 55 60 

Thr Ala Ala His Cys lie Gin Pro Thr Trp Thr Thr Phe Ser Tyr Thr 
65 70 75 80 

Val Trp Leu Gly Ser lie Thr Val Gly Asp Ser Arg Lys Arg Val Lys 
85 90 95 

Tyr Tyr Val Ser Lys lie Val lie His Pro Lys Tyr Gin Asp Thr Thr 
100 105 110 

Ala Asp Val Ala Leu Leu Lys Leu Ser Ser Gin Val Thr Phe Thr Ser 
115 120 125 

Ala lie Leu Pro lie Cys Leu Pro Ser Val Thr Lys Gin Leu Ala lie 
130 135 140 

Pro Pro Phe Cys Trp Val Thr Gly Trp Gly Lys Val Lys Glu Ser Ser 
145 150 155 160 

Asp Arg Asp Tyr His Ser Ala Leu Gin Glu Ala Glu Val Pro lie lie 
165 170 175 

Asp Arg Gin Ala Cys Glu Gin Leu Tyr Asn Pro lie Gly lie Phe Leu 
180 185 190 

Pro Ala Leu Glu Pro Val lie Lys Glu Asp Lys lie Cys Ala Gly Asp 
195 200 205 

Thr Gin Asn Met Lys Asp Ser Cys Lys Gly Asp Ser Gly Gly Pro Leu 
210 215 220 

Ser Cys His lie Asp Gly Val Trp lie Gin Thr Gly Val Val Ser Trp 
225 230 235 240 

Gly Leu Glu Cys Gly Lys Ser Leu Pro Gly Val Tyr Thr Asn Val lie 
245 250 255 



Tyr Tyr Gin Lys Trp lie Asn Ala Thr lie Ser Arg Ala Asn Asn Leu 
260 265 270 
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Asp Phe Ser Asp Phe Leu Phe Pro lie Val Leu Leu Ser Leu Ala Leu 
275 280 285 

Leu Arg Pro Ser Cys Ala Phe Gly Pro Asn Thr lie His Arg Val Gly 
290 295 300 

Thr Val Ala Glu Ala Val Ala Cys lie Gin Gly Trp Glu Glu Asn Ala 
305 310 315 320 

Trp Arg Phe Ser Pro Arg Gly Arg 
325 



<210> 92 
<211> 425 
<212> PRT 

<213> Homo sapiens 
<400> 92 

Met Met Tyr Ala Pro Val Glu Phe Ser Glu Ala Glu Phe Ser Arg Ala 
15 10 15 

Glu Tyr Gin Arg Lys Gin Gin Phe Trp Asp Ser Val Arg Leu Ala Leu 
20 25 30 

Phe Thr Leu Ala lie Val Ala lie lie Gly lie Ala lie Gly lie Val 
35 40 45 

Thr His Phe Val Val Glu Asp Asp Lys Ser Phe Tyr Tyr Leu Ala Ser 
50 55 60 

Phe Lys Val Thr Asn lie Lys Tyr Lys Glu Asn Tyr Gly lie Arg Ser 
65 70 75 80 

Ser Arg Glu Phe lie Glu Arg Ser His Gin lie Glu Arg Met Met Ser 
85 90 95 

Arg lie Phe Arg His Ser Ser Val Gly Gly Arg Phe lie Lys Ser His 
100 105 110 

Val lie Lys Leu Ser Pro Asp Glu Gin Gly Val Asp lie Leu lie Val 
115 120 125 

Leu lie Phe Arg Tyr Pro Ser Thr Asp Ser Ala Glu Gin lie Lys Lys 
130 135 140 

Lys lie Glu Lys Ala Leu Tyr Gin Ser Leu Lys Thr Lys Gin Leu Ser 
145 150 155 160 

Leu Thr lie Asn Lys Pro Ser Phe Arg Leu Thr Arg Cys Gly lie Arg 
165 170 175 

Met Thr Ser Ser Asn Met Pro Leu Pro Ala Ser Ser Ser Thr Gin Arg 
180 185 190 



He Val Gin 
195 



Gly Arg Glu Thr Ala Met Glu Gly Glu Trp Pro Trp Gin 
200 205 
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Ala Ser Leu Gin Leu lie Gly Ser Gly His Gin Cys Gly Ala Ser Leu 
210 215 220 

lie Ser Asn Thr Trp Leu Leu Thr Ala Ala His Cys Phe Trp Lys Asn 
225 230 235 240 

Lys Asp Pro Thr Gin Trp lie Ala Thr Phe Gly Ala Thr lie Thr Pro 
245 250 255 

Pro Ala Val Lys Arg Asn Val Arg Lys lie lie Leu His Glu Asn Tyr 
260 265 270 

His Arg Glu Thr Asn Glu Asn Asp lie Ala Leu Val Gin Leu Ser Thr 
275 280 285 

Gly Val Glu Phe Ser Asn lie Val Gin Arg Val Cys Leu Pro Asp Ser 
290 295 300 

Ser lie Lys Leu Pro Pro Lys Thr Ser Val Phe Val Thr Gly Phe Gly 
305 310 315 320 

Ser lie Val Asp Asp Gly Pro lie Gin Asn Thr Leu Arg Gin Ala Arg 
325 330 335 

Val Glu Thr lie Ser Thr Asp Val Cys Asn Arg Lys Asp Val Tyr Asp 
340 345 350 

Gly Leu lie Thr Pro Gly Met Leu Cys Ala Gly Phe Met Glu Gly Lys 
355 360 365 

lie Asp Ala Cys Lys Gly Asp Ser Gly Gly Pro Leu Val Tyr Asp Asn 
370 375 380 

His Asp lie Trp Tyr lie Val Gly lie Val Ser Trp Gly Gin Ser Cys 
385 390 395 400 

Ala Leu Pro Lys Lys Pro Giy Val Tyr Thr Arg Val Thr Lys Tyr Arg 
405 410 415 

Asp Trp lie Ala Ser Lys Thr Gly Met 
420 425 



<210> 93 

<211> 222 

<212> PRT 

<213> Homo sapiens 

<400> 93 

Arg lie Ala Glu Gly Leu Asp Ala Glu Glu Gly Glu Trp Pro Trp Gin 
1 5 10 15 

Ala Ser Leu Pro Gin Asn Asn Val Tyr Arg Arg Gly Ala Thr Trp Leu 
20 25 30 



Ser Asn Ser Trp Leu lie Thr Ala Ala His Cys Phe lie Arg Val His 
35 40 45 
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Asp Pro Lys Glu Trp 
50 

Asn lie Lys Asn Val 
65 

Asp Asn Asp lie Ala 
85 

Ser Asn lie Gin Lys 

100 

Tyr Asn Ser Glu Ala 
115 

Arg Thr Thr Ser Asn 
130 

Asn Arg Thr Cys Asn 
145 

Gly Met Leu Cys Ala 
165 

Gly Asp Ser Gly Gly 
180 

Ala Lys Gly Ser Leu 
195 

Leu Pro Asn Lys Pro 
210 



Asn Val lie Leu Ser Asn 
55 

lie lie Gin Glu Asn Tyr 
70 75 

Val Val His Leu Ser Ser 
90 

Ala Cys Leu Pro Asp Val 
105 

Val Val Thr Ala Trp Gly 
120 

Val Leu His Lys Gly Leu 
135 

Asn Gly Glu Ala Asp Gly 
150 155 

Gly Phe Leu Glu Pro Arg 
- 170 

Pro Leu Val Gly Thr Asp 
185 

Leu Val Leu Lys Ala Gly 
200 

Ser Val Tyr Thr Gin Val 
215 



Pro Gin Thr Gin Ser 
60 

His Tyr Pro Ala His 
80 

Pro Val Leu Tyr Thr 
95 

Asn Tyr lie Phe Leu 
110 

Ser Phe Lys Pro Leu 
125 

Val Lys lie lie Asp 
140 

Arg Val lie Thr Ser 
160 

Val Asp Ala Cys Gin 
175 

Ser Lys Gly lie Leu 
190 

Val Asn Glu Arg Ala 
205 

Thr Tyr Tyr 
220 



<210> 94 
<211> 948 
<212> PRT 

<213> Homo sapiens 
<400> 94 

Met Val Ser Lys Gly Gly Val Ala Ala Glu Pro Glu Pro His Tyr Cys 
15 10 15 

Glu Asp Ser Glu Arg Gly Pro Asn Thr Leu Thr Gly Pro Gly Ser Leu 
20 25 30 

Pro Arg Gly Gly Gly lie Glu Val Gly Met Glu Phe Pro Gly Cys Ser 
35 40 45 

Gly Glu Gly Cys Val Lys Pro His Glu Glu Ala Ala Arg Glu Gly Ala 
50 55 60 

Gly Arg Gly Lys Arg Ala Val Pro Gly Pro Lys Arg Arg Gin Gin Gly 
65 70 75 80 



Ser Ala Glu Gly Pro Ala Ala Gly Trp Thr Leu Glu Gin Glu Thr Arg 
85 90 95 
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Gly Asp Val Leu Glu Asp Lys Asn Glu Arg Ala Asp Glu Glu lie Leu 
100 105 110 

Arg Leu Ala Pro Gly Lys Gly Arg Leu Pro lie Asp Ser Lys His Leu 
115 120 125 

Lys Pro Val lie Ser Ser Phe Pro Val Arg Ser Gin Glu Leu Gly Glu 
130 135 140 

Gly Ala Gly Ala Gly Thr Leu Arg Gly Lys Met Ala Glu Phe Asn Trp 
145 150 155 160 

Ser Met Ala Phe Lys Gly Pro Ala Ala Gly His Glu Glu Arg Leu Asn 
165 170 175 

Ser Val Ser Ser Arg Ala Lys Lys Gly lie Gly Trp Asp Val Ala Ala 
180 185 190 

Ala Ser Leu Arg Gly Val Asp His Phe Ser Asp Leu Pro Pro Pro Leu 
195 200 205 

Gin Val Arg Glu Glu Leu Glu Ala Cys Ala Phe Arg Val Gin Val Gly 
210 215 220 

Gin Leu Arg Leu Tyr Glu Asp Asp Gin Arg Thr Lys Val Val Glu lie 
225 230 235 240 

Val Arg His Pro Gin Tyr Asn Glu Ser Leu Ser Ala Gin Gly Gly Ala 
245 250 255 

Asp lie Ala Leu Leu Lys Leu Glu Ala Pro Val Pro Leu Ser Glu Leu 
260 265 270 

lie His Pro Val Ser Leu Pro Ser Ala Ser Leu Asp Val Pro Ser Gly 
275 280 285 

Lys Thr Cys Trp Val Thr Gly Trp Gly Val lie Gly Arg Gly Glu Leu 
290 295 300 

Leu Pro Trp Pro Leu Ser Leu Trp Glu Ala Thr Val Lys Val Arg Ser 
305 310 315 320 

Asn Val Leu Cys Asn Gin Thr Cys Arg Arg Arg Phe Pro Ser Asn His 
325 330 335 

Thr Glu Arg Phe Glu Arg Leu lie Lys Asp Asp Met Leu Cys Ala Gly 
340 345 350 

Asp Gly Asn His Gly Ser Trp Pro Gly Asp Asn Gly Gly Pro Leu Leu 
355 360 365 

Cys Arg Arg Asn Cys Thr Trp Val Gin Val Glu Val Val Ser Trp Gly 
370 375 380 

Lys Leu Cys Gly Leu Arg Gly Tyr Pro Gly Met Tyr Thr Arg Val Thr 
385 390 395 400 
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Ser Tyr Val Ser Trp lie Arg Gin Pro Cys Pro Ser Ala Gin Thr Pro 
405 410 415 

Ala Val Val Arg Arg Phe Val Leu Pro Pro Asn Pro Asp Val Glu Ala 
420 425 430 

Leu Thr Pro Ser Val Met Gly Ser Gly Ala Pro Leu Pro Pro Ala Pro 
435 440 445 

Asp Leu Gin Glu Ala Glu Val Pro lie Met Arg Thr Arg Ala Cys Glu 
450 455 460 

Arg Met Tyr His Lys Gly Pro Thr Ala His Gly Gin Val Thr He He 
465 470 475 480 

Lys Ala Ala Met Pro Cys Ala Gly Arg Lys Gly Gin Gly Ser Cys Gin 
485 490 495 

Ala Ala Leu Arg Thr Glu Asp Leu Thr Pro Thr Thr Pro Asn Thr Glu 
500 505 510 

Val Ser Pro Arg Ala Asp Pro Arg Leu Ser Gin Pro Glu Asp He Trp 
515 520 525 

Pro Glu Trp Ala Trp Pro Val Val Val Gly Thr Thr Met Leu Leu Leu 
530 535 540 

Leu Leu Phe Leu Ala Val Ser Ser Leu Gly Ser Cys Ser Thr Gly Ser 
545 550 555 560 

Pro Ala Pro Val Pro Glu Asn Asp Leu Val Gly He Val Gly Gly His 
565 570 575 

Asn Thr Pro Gly Glu Val Val Val Ala Val Gly Ala Asp Arg Arg Ser 
580 585 590 

Leu His Phe Pro Glu Gly His Arg Pro Val His Leu Pro Asp Ser His 
595 600 605 

Gin Gly Cys Val Ser Val Arg Gly Pro Gly Ala Ala Glu Cys Gin Pro 
610 615 620 

Asp Arg Arg Pro Pro Asn Tyr Ser Val Phe Phe Leu Gly Ala Asp He 
625 630 635 640 

Ala Leu Leu Lys Leu Ala Thr Ser Ser Leu Glu Phe Thr Asp Ser Asp 
645 650 655 

Asn Cys Trp Asn Thr Gly Trp Gly Met Val Gly Leu Leu Asp Met Leu 
660 665 670 

Pro Pro Pro Tyr Arg Pro Gin Gin Val Lys Val Leu Thr Leu Ser Asn 
675 680 685 



Ala Asp Cys Glu Arg Gin Thr Tyr Asp Ala Phe Pro Gly Ala Gly Asp 
690 695 700 
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Arg Lys Phe lie Gin Asp Asp Met lie Cys Ala Gly Arg Thr Gly Arg 
705 710 715 720 

Arg Thr Trp Lys Gly Asp Ser Gly Gly Pro Leu Val Cys Lys Lys Lys 
725 730 735 

Gly Thr Trp Leu Gin Ala Gly Val Val Ser Trp Gly Phe Tyr Ser Asp 
740 745 750 

Arg Pro Ser lie Gly Val Tyr Thr Arg Pro Glu Thr Ser Trp Gin Gly 
755 760 765 

Ala Asn His Ala Asp Ala Gin Arg Pro Ala Gly Arg Val Pro Thr Met 
770 775 780 

Gin Arg Pro Arg Asp Met Gly Gin Gly Gin Glu Trp Val Cys Arg Pro 
785 790 795 800 

Phe Thr His Val Thr Cys Tyr Pro Thr Ala lie Pro Arg Pro Phe Thr 
805 810 815 

His Val Thr Cys Tyr Leu Met Ala Val Pro Ser Thr Leu Thr His Val 
820 825 830 

Thr Cys Tyr Pro Thr Ala Val Pro Arg Pro Phe Thr His Val Thr Cys 
835 840 845 

Tyr Leu Met Ala Val Pro Ser Thr Leu Thr His lie Thr Cys Tyr Met 
850 855 860 

Met Ala Val Pro Arg Pro Phe Thr His lie Thr Cys Tyr Pro Met Ala* 
865 870 875 880 

Val Pro Ser Thr Leu Thr His Val Thr Cys His Pro Thr Ala lie Pro 
885 890 895 

Arg Pro Phe Thr His lie Thr Cys Tyr Thr Met Ala lie Pro Arg Pro 
900 905 910 

Ser Thr Thr Pro Pro Ala Thr Arg Arg Pro Ser Pro Ala Pro Ser Pro 
915 920 925 

Thr Ser Pro Ala Thr Arg Trp Pro Ser Pro Gly Pro Ser Pro Met Ser 
930 935 940 

Pro Ala Thr Arg 
945 



<210> 95 
<211> 352 
<212> PRT 

<213> Homo sapiens 



<400> 95 

Met Leu Leu Phe Ser Val Leu Leu Leu Leu Ser Leu Val Thr Arg Thr 
1 5 10 15 
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Gin Leu Gly Pro Arg Thr Pro Leu Pro Glu Ala Gly Val Ala lie Leu 
20 25 30 

Gly Arg Ala Arg Gly Ala His Arg Pro Gin Pro Pro His Pro Pro Ser 
35 40 45 

Pro Val Ser Glu Cys Gly Asp Arg Ser lie Phe Glu Gly Arg Thr Arg 
50 55 60 

Tyr Ser Arg lie Thr Gly Gly Met Glu Ala Glu Val Gly Glu Phe Pro 
65 70 75 80 

Trp Gin Val Ser lie Gin Val Arg Ser Glu Pro Phe Cys Gly Gly Ser 
85 90 95 

lie Leu Asn Lys Trp Trp lie Leu Thr Ala Ala His Cys Leu Tyr Ser 
100 105 110 

Glu Glu Leu Phe Pro Glu Glu Leu Ser Val Val Leu Gly Thr Asn Asp 
115 120 125 

Leu Thr Ser Pro Ser Met Glu He Lys Glu Val Ala Ser He He Leu 
130 135 140 

His Lys Asp Phe Lys Arg Ala Asn Met Asp Asn Asp He Ala Leu Leu 
145 150 155 160 

Leu Leu Ala Ser Pro He Lys Leu Asp Asp Leu Lys Val Pro He Cys 
165 170 175 

Leu Pro Thr Gin Pro Gly Pro Ala Thr Trp Arg Glu Cys Trp Val Ala 
180 185 190 

Gly Trp Gly Gin Thr Asn Ala Ala Asp Lys Asn Ser Val Lys Thr Asp 
195 200 205 

Leu Met Lys Ala Pro Met Val He Met Asp Trp Glu Glu Cys Ser Lys 
210 215 220 

Met Phe Pro Lys Leu Thr Lys Asn Met Leu Cys Ala Gly Tyr Lys Asn 
225 * 230 235 240 

Glu Ser Tyr Asp Ala Cys Lys Gly Asp Ser Gly Gly Pro Leu Val Cys 
245 250 255 

Thr Pro Glu Pro Gly Glu Lys Trp Tyr Gin Val Gly He He Ser Trp 
260 265 270 

Gly Lys Ser Cys Gly Glu Lys Asn Thr Pro Gly He Tyr Thr Ser Leu 
275 280 285 

Val Asn Tyr Asn Leu Trp He Glu Lys Val Thr Gin Leu Glu Gly Arg 
290 295 300 



Pro Phe Asn Ala Glu Lys Arg Arg Thr Ser Val Lys Gin Lys Pro Met 
305 310 315 320 
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Gly Ser Pro Val Ser Gly Val Pro Glu Pro Gly Ser Pro Arg Ser Trp 
325 330 335 

Leu Leu Leu Cys Pro Leu Ser His Val Leu Phe Arg Ala lie Leu Tyr 
340 345 350 



<210> 96 
<211> 263 
<212> PRT 

<213> Homo sapiens 
<400> 96 

Met Ala Ser Leu Trp Leu Leu Ser Cys Phe Ser Leu Val Gly Ala Ala 
15 10 15 

Phe Gly Cys Gly Val Pro Ala lie His Pro Val Leu Ser Gly Leu Ser 
20 25 30 

Arg lie Val Asn Gly Glu Asp Ala Val Pro Gly Ser Trp Pro Trp Gin 
35 40 45 

Val Ser Leu Gin Asp Lys Thr Gly Phe His Phe Cys Gly Gly Ser Leu 
50 55 60 

lie Ser Glu Asp Trp Val Val Thr Ala Ala His Cys Gly Val Arg Thr 
65 70 75 80 

Ser Asp Val Val Val Ala Gly Glu Phe Asp Gin Gly Ser Asp Glu Glu 
85 90 95 

Asn lie Gin Val Leu Lys lie Ala Lys Val Phe Lys Asn Pro Lys Phe 
100 105 110 

Ser lie Leu Thr Val Asn Asn Asp lie Thr Leu Leu Lys Leu Ala Thr 
115 120 125 

Pro Ala Arg Phe Ser Gin Thr Val Ser Ala Val Cys Leu Pro Ser Ala 
130 135 140 

Asp Asp Asp Phe Pro Ala Gly Thr Leu Cys Ala Thr Thr Gly "Trp Gly 
145 150 155 160 

Lys Thr Lys Tyr Asn Ala Asn Lys Thr Pro Asp Lys Leu Gin Gin Ala 
165 170 175 

Ala Leu Pro Leu Leu Ser Asn Ala Glu Cys Lys Lys Ser Trp Gly Arg 
180 185 190 

Arg lie Thr Asp Val Met lie Cys Ala Gly Ala Ser Gly Val Ser Ser 
195 200 205 

Cys Met Gly Asp Ser Gly Gly Pro Leu Val Cys Gin Lys Asp Gly Ala 
210 215 220 
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Trp Thr Leu Val Gly lie Val Ser Trp Gly Ser Arg Thr Cys Ser Thr 
225 230 235 240 

Thr Thr Pro Ala Val Tyr Ala Arg Val Thr Lys Leu lie Pro Trp Val 
245 250 255 

Gin Lys lie Leu Ala Ala Asn 
260 



<210> 97 
<211> 1128 
<212> PRT 

<213> Homo sapiens 



<400> 97 
Met Glu Pro Thr 
1 

Glu Val Pro Ala 
20 

Val Val Ala Thr 
35 

Gly Met Asn Asn 
50 

Gly Lys Val Tyr 
65 

Pro Glu Gly Arg 



Ser Gly His Thr 
100 

Thr Gin Gly Phe 
115 

Trp Thr Ser Ser 
130 

Thr Pro Thr Leu 
145 

Thr Leu Ser Leu 



Ala Arg Leu Arg 
180 

Val Ser Ala Glu 
195 

Asp Phe Lys Ser 
210 



Val Ala Asp Val 
5 

Leu Asp Ala Ala 



Ser Leu Val Val 
40 

Ser Arg His Ala 
55 

Ser Val Thr Pro 
70 

Asn Ser Glu His 
85 

lie Phe Lys Lys 



His Val Asp His 
120 

Leu Arg Arg Glu 
135 

Glu Ala Leu Leu 
150 

Gly Leu Glu Glu 
165 

Glu His Gly He 



Leu Thr Gly Arg 
200 

Gly Arg Cys Pro 
215 



His Leu Val Pro 
10 

Cys Cys Arg Ala 
25 

Leu Thr Leu Gly 



Ala Leu Arg Ala 
60 

Glu Ala Ser Lys 
75 

He Arg Thr Ser 
90 

Cys Asn Thr Gin 
105 

Thr Ala Glu Leu 



Thr Ser Asp Tyr 
140 

His Phe Leu Leu 
155 

Glu Leu Leu Gin 
170 

Ser Leu Ala Ala 
185 

His Lys Gly Pro 



Gly Asn Ser Phe 
220 



Arg Thr Thr Lys 
15 

Ala Ser He Gly 
30 

Val Leu Leu Gly 
45 

Ala Thr Leu Pro 



Thr Thr Asn Pro 
80 

Ala Arg Thr Asn 
95 

Pro Phe Leu Ser 
110 

Arg Gly He Arg 
125 

His Arg Thr Leu 



Arg Pro Leu Gin 
160 

Arg Gly He Arg 
175 

Tyr Gly Thr He 
190 

Leu Ala Glu Arg 
205 

Ser Cys Gly Asn 
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Ser Gin Cys Val Thr Lys Val Asn Pro Glu Cys Asp Asp Gin Glu Asp 
225 230 235 240 

Cys Ser Asp Gly Ser Asp Glu Ala His Cys Glu Cys Gly Leu Gin Pro 
245 250 255 

Ala Trp Arg Met Ala Gly Arg lie Val Gly Gly Met Glu Ala Ser Pro 
260 265 270 

Gly Glu Phe Pro Trp Gin Ala Ser Leu Arg Glu Asn Lys Glu His Phe 
275 280 285 

Cys Gly Ala Ala lie lie Asn Ala Arg Trp Leu Val Ser Ala Ala His 
290 295 300 

Cys Phe Asn Glu Phe Gin Asp Pro Thr Lys Trp Val Ala Tyr Val Gly 
305 310 315 320 

Ala Thr Tyr Leu Ser Gly Ser Glu Ala Ser Thr Val Arg Ala Gin Val 
325 330 335 

Val Gin lie Val Lys His Pro Leu Tyr Asn Ala Asp Thr Ala Asp Phe 
340 345 350 

Asp Val Ala Val Leu Glu Leu Thr Ser Pro Leu Pro Phe Gly Arg His 
355 360 365 

lie Gin Pro Val Cys Leu Pro Ala Ala Thr His lie Phe Pro Pro Ser 
370 375 380 

Lys Lys Cys Leu lie Ser Gly Trp Gly Tyr Leu Lys Glu Asp Phe Arg 
385 390 395 400 

Lys His Leu Pro Arg Pro Ala Met Val Lys Pro Glu Val Leu Gin Lys 
405 410 415 

Ala Thr Val Glu Leu Leu Asp Gin Ala Leu Cys Ala Ser Leu Tyr Gly 
420 425 430 

His Ser Leu Thr Asp Arg Met Val Cys Ala Gly Tyr Leu Asp Gly Lys 
435 440 445 

Val Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys Glu Glu 
450 455 460 

Pro Ser Gly Arg Phe Phe Leu Ala Gly lie Val Ser Trp Gly lie Gly 
465 470 475 480 

Cys Ala Glu Ala Arg Arg Pro Gly Val Tyr Ala Arg Val Thr Arg Leu 
485 490 495 

Arg Asp Trp He Leu Glu Ala Thr Thr Lys Ala Ser Met Pro Leu Ala 
500 505 510 

Pro Thr Met Ala Pro Ala Pro Ala Ala Pro Ser Thr Ala Trp Pro Thr 
515 520 525 
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Ser Pro Glu Ser Pro Val Val Ser Thr Pro Thr Lys Ser Met Gin Ala 
530 535 540 

Leu Ser Thr Val Pro Leu Asp Trp Val Thr Val Pro Lys Leu Gin Glu 
545 550 555 560 

Cys Gly Ala Arg Pro Ala Met Glu Lys Pro Thr Arg Val Val Gly Gly 
565 570 575 

Phe Gly Ala Ala Ser Gly Glu Val Pro Trp Gin Val Ser Leu Lys Glu 
580 585 590 

Gly Ser Arg His Phe Cys Gly Ala Thr Val Val Gly Asp Arg Trp Leu 
595 600 605 

Leu Ser Ala Ala His Cys Phe Asn His Thr Lys Val Glu Gin Val Arg 
610 615 620 

Ala His Leu Gly Thr Ala Ser Leu Leu Gly Leu Gly Gly Ser Pro Val 
625 630 635 640 

Lys lie Gly Leu Arg Arg Val Val Leu His Pro Leu Tyr Asn Pro Gly 
645 650 655 

He Leu Asp Phe Asp Leu Ala Val Leu Glu Leu Ala Ser Pro Leu Ala 
660 665 670 

Phe Asn Lys Tyr He Gin Pro Val Cys Leu Pro Leu Ala He Gin Lys 
675 680 685 

Phe Pro Val Gly Arg Lys Cys Met He Ser Gly Trp Gly Asn Thr Gin 
690 695 700 

Glu Gly Asn Ala Thr Lys Pro Glu Leu Leu Gin Lys Ala Ser Val Gly 
705 710 715 720 

He He Asp Gin Lys Thr Cys Ser Val Leu Tyr Asn Phe Ser Leu Thr 
725 730 735 

Asp Arg Met He Cys Ala Gly Phe Leu Glu Gly Lys. Val Asp Ser Cys 
740 745 750 

Gin Gly Asp Ser Gly Gly Pro Leu Ala Cys Glu Glu Ala Pro Gly Val 
755 760 765 

Phe Tyr Leu Ala Gly He Val Ser Trp Gly He Gly Cys Ala Gin Val 
770 775 780 

Lys Lys Pro Gly Val Tyr Thr Arg He Thr Arg Leu Lys Gly Trp He 
785 790 795 800 

Leu Glu He Met Ser Ser Gin Pro Leu Pro Met Ser Pro Pro Ser Thr 
805 810 815 

Thr Arg Met Leu Ala Thr Thr Ser Pro Arg Thr Thr Ala Gly Leu Thr 
820 825 830 
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Val Pro Gly Ala Thr Pro Ser Arg Pro Thr Pro Gly Ala Ala Ser Arg 
835 840 845 

Val Thr Gly Gin Pro Ala Asn Ser Thr Leu Ser Ala Val Ser Thr Thr 
850 855 860 

Ala Arg Gly Gin Thr Pro Phe Pro Asp Ala Pro Glu Ala Thr Thr His 
865 870 875 880 

Thr Gin Leu Pro Asp Cys Gly Leu Ala Pro Ala Ala Leu Thr Arg lie 
885 890 895 

Val Gly Gly Ser Ala Ala Gly Arg Gly Glu Trp Pro Trp Gin Val Ser 
900 905 910 

Leu Trp Leu Arg Arg Arg Glu His Arg Cys Gly Ala Val Leu Val Ala 
915 920 925 

Glu Arg Trp Leu Leu Ser Ala Ala His Cys Phe Asp Val Tyr Gly Asp 
930 935 940 

Pro Lys Gin Trp Ala Ala Phe Leu Gly Thr Pro Phe Leu Ser Gly Ala 
945 950 955- 960 

Glu Gly Gin Leu Glu Arg Val Ala Arg lie Tyr Lys His Pro Phe Tyr 
965 970 975 

Asn Leu Tyr Thr Leu Asp Tyr Asp Val Ala Leu Leu Glu Leu Ala Gly 
980 985 990 

Pro Val Arg Arg Ser Arg Leu Val Arg Pro lie Cys Leu Pro Glu Pro 
995 1000 1005 

Ala Pro Arg Pro Pro Asp Gly Thr Arg Cys Val lie Thr Gly Trp Gly 
1010 1015 1020 

Ser Val Arg Glu Gly Gly Ser Met Ala Arg Gin Leu Gin Lys Ala Ala 
1025 1030 1035 1040 

Val Arg Leu Leu Ser Glu Gin Thr Cys Arg Arg Phe Tyr Pro Val Gin 
1045 1050 1055 

lie Ser Ser Arg Met Leu Cys Ala Gly Phe Pro Gin Gly Gly Val Asp 
1060 1065 1070 

Ser Cys Ser Gly Asp Ala Gly Gly Pro Leu Ala Cys Arg Glu Pro Ser 
1075 1080 1085 

Gly Arg Trp Val Leu Thr Gly Val Thr Ser Trp Gly Tyr Gly Cys Gly 
1090 1095 1100 

Arg Pro His Phe Pro Gly Val Tyr Thr Arg Val Ala Ala Val Arg Gly 
1105 mo 1115 1120 

Trp He Gly Gin His He Gin Glu 
1125 
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<210> 98 
<211> 253 
<212> PRT 

<213> Homo sapiens 
<400> 98 

Met Ala Arg Ser Leu Leu Leu Pro Leu Gin lie Leu Leu Leu Ser Leu 
15 10 15 

Ala Leu Glu Thr Ala Gly Glu Glu Ala Gin Gly Asp Lys lie lie Asp 
20 25 30 

Gly Ala Pro Cys Ala Arg Gly Ser His Pro Trp Gin Val Ala Leu Leu 
35 40 45 

Ser Gly Asn Gin Leu His Cys Gly Gly Val Leu Val Asn Glu Arg Trp 
50 55 60 

Val Leu Thr Ala Ala His Cys Lys Met Asn Glu Tyr Thr Val His Leu 
65 70 75 80 

Gly Ser Asp Thr Leu Gly Asp Arg Arg Ala Gin Arg lie Lys Ala Ser 
85 . 90 95 

Lys Ser Phe Arg His Pro Gly Tyr Ser Thr Gin Thr His Val Asn Asp 
100 105 110 

Leu Met Leu Val Lys Leu Asn Ser Gin Ala Arg Leu Ser Ser Met Val 
115 120 125 

Lys Lys Val Arg Leu Pro Ser Arg Cys Glu Pro Pro Gly Thr Thr Cys 
130 135 140 

Thr Val Ser Gly Trp Gly Thr Thr Thr Ser Pro Asp Val Thr Phe Pro 
145 150 155 160 

Ser Asp Leu Met Cys Val Asp Val Lys Leu lie Ser Pro Gin Asp Cys 
165 170 175 

Thr Lys Val- Tyr Lys Asp Leu Leu Glu Asn Ser Met Leu Cys Ala Gly 
180 185 190 

lie Pro Asp Ser Lys Lys Asn Ala Cys Asn Gly Asp Ser Gly Gly Pro 
195 200 205 

Leu Val Cys Arg Gly Thr Leu Gin Gly Leu Val Ser Trp Gly Thr Phe 
210 215 220 

Pro Cys Gly Gin Pro Asn Asp Pro Gly Val Tyr Thr Gin Val Cys Lys 
225 230 235 240 

Phe Thr Lys Trp lie Asn Asp Thr Met Lys Lys His Arg 
245 250 



<210> 99 
<211> 272 
<212> PRT 
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<213> Homo sapiens 
<400> 99 

Val Ser Thr Val Cys Gly Lys Pro Lys Val Val Gly Lys lie Tyr Gly 
15 10 15 

Gly Arg Asp Ala Ala Ala Gly Gin Trp Pro Trp Gin Ala Ser Leu Leu 
20 25 30 

Tyr Trp Gly Ser His Leu Cys Gly Ala Val Leu lie Asp Ser Cys Trp 
35 40 45 

Leu Val Ser Thr Thr His Cys Phe Leu Asn Lys Ser Gin Ala Pro Lys 
50 55 60 

Asn Tyr Gin Val Leu Leu Gly Asn lie Gin Leu Tyr His Gin Thr Gin 
65 70 * 75 80 

His Thr Gin Lys Met Ser Val His Arg lie lie Thr His Pro Asp Phe 
85 90 95 

Glu Lys Leu His Pro Phe Gly Ser Asp lie Ala Met Leu Gin Leu His 
100 105 110 

Leu Pro Met Asn Phe Thr Ser Tyr lie Val Pro Val Cys Leu Pro Ser 
115 120 125 

Arg Asp Met Gin Leu Pro Ser Asn Val Ser Cys Trp lie Thr Gly Trp 
130 135 140 

Gly Met Leu Thr Glu Asp His Lys Arg Val Gin Leu Ser Pro Pro Phe 
145 150 155 160 

Tyr Leu Gin Glu Gly Lys Val Gly Leu lie Glu Asn Thr Leu Cys Asn 
165 170 175 

Thr Leu Tyr Gly Gin Arg Thr Ala Lys Ala Arg Pro Lys Leu Cys Thr 
180 185 190 

Arg Arg Cys Cys Val Gly Gly Tyr Phe Ser Thr Gly Lys Ser lie Cys 
195 200 205 

Lys Gly Asp Ser Gly Gly Pro Leu Val Cys Tyr Leu Pro Ser Ala Trp 
210 215 220 

Val Leu Val Gly Leu Ala Ser Trp Gly Leu Asp Cys Arg His Pro Ala 
225 230 235 240 

Tyr Pro Ser lie Phe Thr Arg Val Thr Tyr Phe lie Asn Trp lie Asp 
245 250 255 



Glu lie Met Arg Leu Thr Pro Leu Ser Asp Pro Ala Leu Ala Pro His 
260 265 270 
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<210> 100 
<211> 578 
<212> PRT 

<213> Homo sapiens 
<400> 100 

Met Leu Leu Ala Val Leu Leu Leu Leu Pro Leu Pro Ser Ser Trp Phe 
15 10 15 

Ala His Gly His Pro Leu Tyr Thr Arg Leu Pro Pro Ser Ala Leu Gin 
20 25 30 

Val Phe Thr Leu Leu Leu Gly Ala Glu Thr Val Leu Gly Arg Asn Leu 
35 40 45 

Asp Tyr Val Cys Glu Gly Pro Cys Gly Glu Arg Arg Pro Ser Thr Ala 
50 55 60 

Asn Val Thr Arg Ala His Gly Arg lie Val Gly Gly Ser Ala Ala Pro 
65 70 75 80 

Pro Gly Ala Trp Pro Trp Leu Val Arg Leu Gin Leu Gly Gly Gin Pro 
85 90 95 

Leu Cys Gly Gly Val Leu Val Ala Ala Ser Trp Val Leu Thr Ala Ala 
100 105 110 

His Cys Phe Val Gly Cys Arg Ser Thr Arg Ser Ala Pro Asn Glu Leu 
115 120 125 

Leu Trp Thr Val Thr Leu Ala Glu Gly Ser Arg Gly Glu Gin Ala Glu 
130 135 140 

Glu Val Pro Val Asn Arg lie Leu Pro His Pro Lys Phe Asp Pro Arg 
145 150 155 160 

Thr Phe His Asn Asp Leu Ala Leu Val Gin Leu Trp Thr Pro Val Ser 
165 170 175 

Pro Gly Gly Ser Ala Arg Pro Val Cys Leu Pro Gin Glu Pro Gin Glu 
180 185 190 

Pro Pro Ala Gly Thr Ala Cys Ala lie Ala Gly Trp Gly Ala Leu Phe 
195 200 205 

Glu Asp Gly Pro Glu Ala Glu Ala Val Arg Glu Ala Arg Val Pro Leu 
210 215 220 

Leu Ser Thr Asp Thr Cys Arg Arg Ala Leu Gly Pro Gly Leu Arg Pro 
225 230 235 240 

Ser Thr Met Leu Cys Ala Gly Tyr Leu Ala Gly Gly Val Asp Ser Cys 
245 250 255 



Gin Gly Asp Ser Gly Gly Pro Leu Thr Cys Ser Glu Pro Gly Pro Arg 
260 265 270 
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Pro Arg Glu Val Leu Phe Gly Val Thr Ser Trp Gly Asp Gly Cys Gly 
275 280 285 

Glu Pro Gly Lys Pro Gly Val Tyr Thr Arg Val Ala Val Phe Lys Asp 
290 295 300 

Trp Leu Gin Glu Gin Met Ser Ala Ala Ser Ser Ser Arg Glu Pro Ser 
305 310 315 320 

Cys Arg Glu Leu Leu Ala Trp Asp Pro Pro Gin Glu Leu Gin Ala Asp 
325 330 335 

Ala Ala Arg Leu Cys Ala Phe Tyr Ala Arg Leu Cys Pro Gly Ser Gin 
340 345 350 

Gly Ala Cys Ala Arg Leu Ala His Gin Gin Cys Leu Gin Arg Arg Arg 
355 360 365 

Arg Cys Glu Leu Arg Ser Leu Ala His Thr Leu Leu Gly Leu Leu Arg 
370 375 380 

Asn Ala Gin Glu Leu Leu Gly Pro Arg Pro Gly Leu Arg Arg Leu Ala 
385 390 ,395 400 

Pro Ala Leu Ala Leu Pro Ala Pro Ala Leu Arg Glu Ser Pro Leu His 
405 410 415 

Pro Ala Arg Glu Leu Arg Leu His Ser Gly Ser Arg Ala Ala Gly Thr 
420 425 430 

Arg Phe Pro Lys Arg Arg Pro Glu Pro Arg Gly Glu Ala Asn Gly Cys * 
435 440 445 

Pro Gly Leu Glu Pro Leu Arg Gin Lys Leu Ala Ala Leu Gin Gly Ala 
450 455 460 

His Ala Trp lie Leu Gin Val Pro Ser Glu His Leu Ala Met Asn Phe 
465 470 475 480 

His Glu Val Leu Ala Asp Leu Gly Ser Lys Thr Leu Thr Gly Leu Phe 
485 _ 490 495 

Arg Ala Trp Val Arg Ala Gly Leu Gly Gly Arg His Val Ala Phe Ser 
500 505 510 

Gly Leu Val Gly Leu Glu Pro Ala Thr Leu Ala Arg Ser Leu Pro Arg 
515 520 525 

Leu Leu Val Gin Ala Leu Gin Ala Phe Arg Val Ala Ala Leu Ala Glu 
530 535 540 

Gly Glu Pro Glu Gly Pro Trp Met Asp Val Gly Gin Gly Pro Gly Leu 
545 550 555 560 

Glu Arg Lys Gly His His Pro Leu Asn Pro Gin Val Pro Pro Ala Arg 
565 570 575 



Gin Pro 
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<210> 101 

<211> 970 

<212> PRT 

<213> Homo sapiens 



<400> 101 

Met Ser Pro Asp lie Ala Leu Leu Tyr Leu Lys His Lys Val Lys Phe 
15 10 15 

Gly Asn Ala Val Gin Pro lie Cys Leu Pro Asp Ser Asp Asp Lys Val 
20 25 30 

Glu Pro Gly lie Leu Cys Leu Ser Ser Gly Trp Gly Lys lie Ser Lys 
35 40 45 

Thr Ser Glu Tyr Ser Asn Val Leu Gin Glu Met Glu Leu Pro lie Met 
' 50 55 60 

Asp Asp Arg Ala Cys Asn Thr Val Leu Lys Ser Met Asn Leu Pro Pro 
65 70 75 80 

Leu Gly Arg Thr Met Leu Cys Ala Gly Phe Pro Asp Trp Gly Met Asp 
85 90 95 

Ala Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys Arg Arg Gly Gly 
100 105 110 

Gly lie Trp lie Leu Ala Gly lie Thr Ser Trp Val Ala Gly Cys Ala 
115 120 125 

Gly Gly Ser Val Pro Val Arg Asn Asn His Val Lys Ala Ser Leu Gly 
130 135 140 

lie Phe Ser Lys Val Ser Glu Leu Met Asp Phe lie Thr Gin Asn Leu 
145 150 155 160 

Phe Thr Gly Leu Asp Arg Gly Gin Pro Leu Ser Lys Val Gly Ser Arg 
165 170 175 



Tyr lie Thr Lys 
180 

Arg Asp Lys lie 
195 

Gin Val Gly Cys 
210 

Val Leu Phe Ser 
225 

Ala Glu Thr Ser 



Ala Leu Ser Ser 



lie Leu lie Lys 
200 

Asp His Asp Tyr 
215 

Lys Val Cys Gly 
230 

Glu Ala Met Val 
245 



Val Gin Glu Val 
185 

Phe Thr Ser Leu 



Val Ser Leu Arg 
220 

Lys lie Leu Pro 
235 

Pro Phe Val Ser 
250 



Asn Gly Ser Gin 
190 

Asp Met Glu Lys 
205 

Ser Ser Ser Gly 



Ser Pro Leu Leu 
240 

Asp Thr Glu Asp 
255 
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Ser Gly Ser Gly Phe Glu Leu Thr Val Thr Ala Val Gin Lys Ser Glu 
260 265 270 

Ala Gly Ser Gly Cys Gly Ser Leu Ala lie Leu Val Glu Glu Gly Thr 
275 280 285 

Asn His Ser Ala Lys Tyr Pro Asp Leu Tyr Pro Ser Asn Thr Arg Cys 
290 295 300 

His Trp Phe lie Cys Ala Pro Glu Lys His lie lie Lys Leu Thr Phe 
305 310 315 320 

Glu Asp Phe Ala Val Lys Phe Ser Pro Asn Cys lie Tyr Asp Ala Val 
325 330 335 

Val lie Tyr Gly Asp Ser Glu Glu Lys His Lys Leu Ala Lys Leu Cys 
340 345 350. 

Gly Met Leu Thr lie Thr Ser lie Phe Ser Ser Ser Asn Met Thr Val 
355 360 365 

lie Tyr Phe Lys Ser Asp Gly Lys Asn Arg Leu Gin Gly Phe Lys Ala 
370 375 „ 380 

Arg Phe Thr lie Leu Pro Ser Glu Ser Leu Asn Lys Phe Glu Pro Lys 
385 390 395 400 

Leu Pro Pro Gin Asn Asn Pro Val Ser Thr Val Lys Ala lie Leu His 
405 410 415 

Asp Val Cys Gly lie Pro Pro Phe Ser Pro Gin Trp Leu Ser Arg Arg 
420 425 430 

lie Ala Gly Gly Glu Glu Ala Cys Pro His Cys Trp Pro Trp Gin Val 
435 440 445 

Gly Leu Arg Phe Leu Gly Asp Tyr Gin Cys Gly Gly Ala lie lie Asn 
450 455 460 

Pro Val Trp lie Leu Thr Ala Ala His Cys Val Gin Leu Lys Asn Asn 
465 470 475 480 

Pro Leu Ser Trp Thr lie lie Ala Gly Asp His Asp Arg Asn Leu Lys 
485 490 495 

Glu Ser Thr Glu Gin Val Arg Arg Ala Lys His lie lie Val His Glu 
500 505 510 

Asp Phe Asn Thr Leu Ser Tyr Asp Ser Asp lie Ala Leu lie Gin Leu 
515 520 525 

Ser Ser Pro Leu Glu Tyr Asn Ser Val Val Arg Pro Val Cys Leu Pro 
530 535 540 



His Ser Ala Glu Pro Leu Phe Ser Ser Glu lie Cys Ala Val Thr Gly 
545 550 555 560 
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Trp Gly Ser lie Ser 
565 

Gly Gly Leu Ala Ser 
580 

Arg Glu Val Cys Glu 
595 

Thr Glu Lys Met lie 
610 

Phe Cys Gin Gly Asp 
625 

Gly Pro Phe Val Leu 
645 

Gin Pro Trp Lys Pro 
660 

Trp lie Gin Ser Lys 
675 

Thr lie Thr Ser Phe 
690 

Ser Glu Ala Glu Leu 
705 

Tyr Leu Leu Asp Tyr 
725 

Val Ser Ala Ser Ser 
740 

Leu Gly Ser Pro Val 
755 

Arg His Ser Lys Arg 
770 

Tyr Ser Met Thr Phe 
785 

His Ala Leu Val Arg 
805 

Val Leu Gly Pro Lys 
820 

Asn Arg Glu His Leu 
835 

Glu Gly lie Met Gin 
850 



Ala Glu Leu Ser Leu Asn 
570 

Arg Leu Gin Gin lie Gin 
585 

His Thr Tyr Tyr Ser Ala 
600 

Cys Ala Gly Phe Ala Ala 
615 

Ser Gly Gly Pro Leu Val 
630 635 

Tyr Gly lie Val Ser Trp 
650 

Gly Val Phe Ala Arg Val 
665 

lie Asn Gly Lys Leu Phe 
680 

Phe Arg Val Gly Leu Gly 
695 

Glu Lys Pro Arg Gly Phe 
710 715 

Arg Gly Arg Leu Glu Cys 
730 

Met Ala Lys Phe Thr lie 
745 

Cys Gin Asp Ser Val Leu 
760 

Lys Thr Ala Gly Gly Leu 
775 

Met Ser Pro Gly Pro Leu 
790 795 

Gly Ala Phe Gly lie Ser 
810 

Asp Ser Lys lie Thr Arg 
825 

Val Pro Cys Glu Asp Val 
840 

lie Pro Arg Asn Ser His 
855 



Val Ser Ser Leu Asp 
575 

Val His Val Leu Glu 
590 

His Pro Gly Gly lie 
605 

Ser Gly Glu Lys Asp 
620 

Cys Arg His Glu Asn 
640 

Gly Ala Gly Cys Val 
655 

Met lie Phe Leu Asp 
670 

Ser Asn Val lie Lys 
685 

Thr Val Ser Cys Cys 
700 

Phe Pro Thr Pro Arg 
720 

Ser Trp Val Leu Arg 
735 

Glu Tyr Leu Ser Leu 
750 

He He Tyr Glu Glu 
765 

His Gly Arg Arg Leu 
780 

Val Arg Val Thr Phe 
800 

Tyr He Val Leu Lys 
815 

Leu Ser Gin Ser Ser 
830 

Leu Leu Thr Lys Pro 
845 

Arg Thr Thr Met Gly 
860 
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Cys Gin Trp Arg 
865 

lie lie Asn Phe 



Leu Arg Val Tyr 
900 

Met Leu Met Ser 
915 

Lys Lys Thr Thr 
930 

Met Tyr Thr Ser 
945 

Leu Pro His Glu 



Leu Val Ala Pro 
870 

Pro Met Lys Pro 
885 

Glu Gly Phe Gly 



Thr Glu Leu Ser 
920 

Ala Ser Cys Gly 
935 

lie Phe Leu Ala 
950 

Val Val Leu Arg 
965 



Leu Asn His lie 
875 

Thr Thr Phe Val 
890 

Pro Gly Lys Lys 
905 

Trp Phe Leu Ser 



Glu Thr Ala Val 
940 

Leu Gin Asn Thr 
955 

lie Lys 
970 



lie Gin Leu Asn 
880 

Cys His Gly His 
895 

Leu lie Gly Arg 
910 

Gin Phe Ser Thr 
925 

Ser Met Lys Met 



Cys Tyr His Ala 
960 



<210> 102 
<211> 265 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Met Lys Tyr Val Phe Tyr Leu Gly Val Leu Ala Gly Thr Phe Phe Phe 
15 10 15 



Ala Asp Ser Ser 
20 

Leu Lys Ser His 
35 

Trp Val Leu Ala 
50 

Leu Gly Asn Phe 
65 

Asn Pro lie Gin 



Gin Asp Asp Leu 
100 

Pro Lys Val Gin 
115 

Thr Val Cys Leu 
130 



Val Gin Lys Glu 



Phe Asn Pro Cys 
40 

Pro Ala His Cys 
55 

Lys Ser Arg Val 
70 

lie Val Arg Tyr 
85 

Met Leu lie Lys 



Pro Leu Thr Leu 
120 

Leu Ser Gly Leu 
135 



Asp Pro Ala Pro 
25 

Val Gly Val Leu 



Tyr Leu Pro Asn 
60 

Arg Asp Gly Thr 
75 

Trp Asn Tyr Ser 
90 

Leu Ala Lys Pro 
105 

Ala Thr Thr Asn 



Asp Trp Ser Gin 
140 



Tyr Leu Val Tyr 
30 

lie Lys Pro Ser 
45 

Leu Lys Val Met 



Glu Gin Thr lie 
80 

His Ser Ala Pro 
95 

Ala Met Leu Asn 
110 

Val Arg Pro Gly 
125 

Glu Asn Ser Gly 



Leu Trp Gin Leu 
145 



Glu Pro Pro Gly His Leu Thr Leu His Arg Gly Pro 
150 155 160 
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Ala lie Pro Asp 



Pro Asp Leu Arg 
180 

Cys Gin Lys Thr 
195 

Lys Phe Val Lys 
210 

Thr Val lie Cys 
225 

Met Gly Gly Asp 



Trp lie Glu Asn 
260 



Trp Gin Arg His 
165 

Gin Asn Leu Glu 



Glu Gin Gly Lys 
200 

Val Phe Ser Arg 
215 

Lys Asp Lys Leu 
230 

Val Gly lie Tyr 
245 

Thr Ala Lys Asp 



Asn Ser His Glu 
170 

Ala Pro Val Met 
185 

Ser His Arg Asn 



He Phe Gly Glu 
220 

Gin Gly He Glu 
235 

Thr Asn Val Tyr 
250 

Lys 
265 



Gin Gly Arg His 
175 

Ser Asp Arg Glu 
190 

Ser Leu Cys Val 
205 

Val Ala Val Ala 



Val Gly His Phe 
240 

Lys Tyr Val Ser 
255 



<210> 103 
<211> 454 
<212> PRT 

<213> Homo sapiens 
<400> 103 

Met Gly Glu Asn Asp Pro Pro Ala Val Glu Ala Pro Phe Ser Phe Arg 
15 10 15 

Ser Leu Phe Gly Leu Asp Asp Leu Lys He Ser Pro Val Ala Pro Asp 
20 25 30 

Ala Asp Ala Val Ala Ala Gin He Leu Ser Leu Leu Pro Leu Lys Phe 
35 40 45 

Phe Pro He He Val He Gly He He Ala Leu He Leu Ala Leu Ala 
50 55 60 

He Gly Leu Gly He His Phe Asp Cys Ser Gly Lys Tyr Arg Cys Arg 
65 70 75 80 

Ser Ser Phe Lys Cys He Glu Leu He Ala Arg Cys Asp Gly Val Ser 
85 90 95 

Asp Cys Lys Asp Gly Glu Asp Glu Tyr Arg Cys Val Arg Val Gly Gly 
100 105 110 

Gin Asn Ala Val Leu Gin Val Phe Thr Ala Ala Ser Trp Lys Thr Met 
115 120 125 

Cys Ser Asp Asp Trp Lys Gly His Tyr Ala Asn Val Ala Cys Ala Gin 
130 135 140 



Leu Gly Phe Pro Ser Tyr Val Ser Ser Asp Asn Leu Arg Val Ser Ser 
145 150 155 160 
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Leu Glu Gly Gin Phe Arg Glu Glu Phe Val Ser lie Asp His Leu Leu 
165 170 175 

Pro Asp Asp Lys Val Thr Ala Leu His His Ser Val Tyr Val Arg Glu 
180 185 190 

Gly Cys Ala Ser Gly His Val Val Thr Leu Gin Cys Thr Ala Cys Gly 
195 200 205 

His Arg Arg Gly Tyr Ser Ser Arg lie Val Gly Gly Asn Met Ser Leu 
210 215 220 

Leu Ser Gin Trp Pro Trp Gin Ala Ser Leu Gin Phe Gin Gly Tyr His 
225 230 235 240 

Leu Cys Gly Gly Ser Val lie Thr Pro Leu Trp lie lie Thr Ala Ala 
245 250 255 

His Cys Val Tyr Asp Leu Tyr Leu Pro Lys Ser Trp Thr lie Gin Val 
260 265 270 

Gly Leu Val Ser Leu Leu Asp Asn Pro Ala Pro Ser His Leu Val Glu 
275 280 285 

Lys lie Val Tyr His Ser Lys Tyr Lys Pro Lys Arg Leu Gly Asn Asp 
290 295 300 

lie Ala Leu Met Lys Leu Ala Gly Pro Leu Thr Phe Asn Glu Met lie 
305 310 315 320 

Gin Pro Val Cys Leu Pro Asn Ser Glu Glu Asn Phe Pro Asp Gly Lys 
325 330 335 

Val Cys Trp Thr Ser Gly Trp Gly Ala Thr Glu Asp Gly Ala Gly Asp 
340 345 350 

Ala Ser Pro Val Leu Asn His Ala Ala Val Pro Leu He Ser Asn Lys 
355 360 365 

He Cys Asn His Arg Asp Val Tyr Gly Gly He He Ser Pro Ser Met 
370 375 380 

Leu Cys Ala Gly Tyr Leu Thr Gly Gly Val Asp Ser Cys Gin Gly Asp 
385 390 395 400 

Ser Gly Gly Pro Leu Val Cys Gin Glu Arg Arg Leu Trp Lys Leu Val 
405 410 415 

Gly Ala Thr Ser Phe Gly He Gly Cys Ala Glu Val Asn Lys Pro Gly 
420 425 430 

Val Tyr Thr Arg Val Thr Ser Phe Leu Asp Trp He His Glu Gin Met 
435 440 445 

Glu Arg Asp Leu Lys Thr 
450 
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<210> 104 
<211> 537 
<212> PRT 

<213> Homo sapiens 
<400> 104 

Met Glu Arg Asp Ser His Gly Asn Ala Ser Pro Ala Arg Thr Pro Ser 
15 10 15 

Ala Gly Ala Ser Pro Ala Gin Ala Ser Pro Ala Gly Thr Pro Pro Gly 
20 25 30 

Arg Ala Ser Pro Ala Gin Ala Ser Pro Ala Gin Ala Ser Pro Ala Gly 
35 40 45 

Thr Pro Pro Gly Arg Ala Ser Pro Ala Gin Ala Ser Pro Ala Gly Thr 
50 55 60 

Pro Pro Gly Arg Ala Ser Pro Gly Arg Ala Ser Pro Ala Gin Ala Ser 
65 70 75 80 

Pro Ala Gin Ala Ser Pro Ala Gin Ala Ser Pro Ala Arg Ala Ser Pro 
85 . 90 95 

Ala Leu Ala Ser Leu Ser Arg Ser Ser Ser Gly Arg Ser Ser Ser Ala 
100 105 110 

Arg Ser Ala Ser Val Thr Thr Ser Pro Thr Arg Val Tyr Leu Val Arg 
115 120 125 

Ala Thr Pro Val Gly Ala Val Pro lie Arg Ser Ser Pro Ala Arg Ser 
130 135 140 

Ala Pro Ala Thr Arg Ala Thr Arg Glu Ser Pro Val Gin Phe Trp Gin 
145 150 155 160 

Gly His Thr Gly lie Arg Tyr Lys Glu Gin Arg Glu Ser Cys Pro Lys 
165 170 175 

His Ala Val Arg Cys Asp Gly Val Val Asp Cys Lys Leu Lys Ser Asp 
180 185 190 

Glu Leu Gly Cys Val Arg Phe Asp Trp Asp Lys Ser Leu Leu Lys lie 
195 200 205 

Tyr Ser Gly Ser Ser His Gin Trp Leu Pro lie Cys Ser Ser Asn Trp 
210 215 220 

Asn Asp Ser Tyr Ser Glu Lys Thr Cys Gin Gin Leu Gly Phe Glu Ser 
225 230 235 240 

Ala His Arg Thr Thr Glu Val Ala His Arg Asp Phe Ala Asn Ser Phe 
245 250 255 



Ser lie Leu Arg Tyr Asn Ser Thr lie Gin Glu Ser Leu His Arg Ser 
260 265 270 
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Glu Cys Pro Ser Gin Arg Tyr lie Ser Leu Gin Cys Ser His Cys Gly 
275 280 285 

Leu Arg Ala Met Thr Gly Arg lie Val Gly Gly Ala Leu Ala Ser Asp 
290 295 300 

Ser Lys Trp Pro Trp Gin Val Ser Leu His Phe Gly Thr Thr His lie 
305 310 315 320 

Cys Gly Gly Thr Leu lie Asp Ala Gin Trp Val Leu Thr Ala Ala His 
325 330 335 

Cys Phe Phe Val Thr Arg Glu Lys Val Leu Glu Gly Trp Lys Val Tyr 
340 345 350 

Ala Gly Thr Ser Asn Leu His Gin Leu Pro Glu Ala Ala Ser He Ala 
355 360 • 365 

Glu He He He Asn Ser Asn Tyr Thr Asp Glu Glu Asp Asp Tyr Asp 
370 375 380 

He Ala Leu Met Arg Leu Ser Lys Pro Leu Thr Leu Ser Ala His He 
385 390 395 400 

His Pro Ala Cys Leu Pro Met His Gly Gin Thr Phe Ser Leu Asn Glu 
405 410 415 

Thr Cys Trp He Thr Gly Phe Gly Lys Thr Arg Glu Thr Asp Asp Lys 
420 425 430 

Thr Ser Pro Phe Leu Arg Glu Val Gin Val Asn Leu He Asp Phe Lys 
435 440 445 

Lys Cys Asn Asp Tyr Leu Val Tyr Asp Ser Tyr Leu Thr Pro Arg Met 
450 455 460 

Met Cys Ala Gly Asp Leu Arg Gly Gly Arg Asp Ser Cys Gin Gly Asp 
465 470 475 480 

Ser Gly Gly Pro Leu Val Cys Glu Gin Asn Asn Arg Trp Tyr Leu Ala 
485 490 495 

Gly Val Thr Ser Trp Gly Thr Gly Cys Gly Gin Arg Asn Lys Pro Gly 

500 505 510 

Val Tyr Thr Lys Val Thr Glu Val Leu Pro Trp He Tyr Ser Lys Met 
515 520 525 

Glu Ser Glu Val Arg Phe Arg Lys Ser 
530 535 



<210> 105 

<211> 326 

<212> PRT 

<213> Homo sapiens 
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<400> 105 
Met Ala Ala Pro 
1 

Gly Leu Leu Leu 
20 

Leu Val His Arg 
35 

Val Ala Cys Gly 
50 

Pro Ala Pro Glu 
65 

Gly Leu His Val 



Ser Ala Ala His 
100 

Met Tyr Val Gly 
115 

Trp Tyr Glu Val 
130 

His Pro He Gly 
145 

Val Phe Ser Glu 



Asn Leu Thr Ser 
180 

Lys Gin Gly Glu 
195 

He Leu Glu Pro 
210 

Met Pro Asp Met 
225 

Cys Glu Gly Asp 



Trp Leu Gin He 
260 

Leu Tyr Pro Gly 
275 



Ala Ser Val Met 
5 

Leu Leu Leu Val 



Gin Pro Glu Asn 
40 

Arg Pro Ser Met 
55 

Arg Lys Trp Pro 
70 

Cys Gly Gly Ser 
85 

Cys Phe His Arg 



Leu Val Asn Leu 
120 

Asn Arg Val He 
135 

Gly Asp Val Ala 
150 

Ser Val Leu Pro 
165 

Ala Asn Cys Trp 



Thr Ser Asp Glu 
200 

Trp Cys His Leu 
215 

Leu Cys Ala Gly 
230 

Ser Gly Gly Pro 
245 

Gly He Val Ser 



Val Tyr Ala Ser 
280 



Gly Pro Leu Gly 
10 

Val Ala Pro Pro 
25 

Gin Gly He Ser 



Glu Gly Lys He 
60 

Trp Gin Val Ser 
75 

He Leu Asn Glu 
90 

Asp Lys Asn He 
105 

Arg Val Ala Gly 



Leu His Pro Thr 
140 

Leu Val Gin Leu 
155 

Val Cys Leu Ala 
170 

Ala Thr Gly Trp 
185 

Leu Gin Glu Val 



Leu Tyr Gly His 
220 

Asp lie Leu Asn 
235 

Leu Val Cys Glu 
250 

Trp Gly Arg Gly 
265 

Val Ser Tyr Phe 



Pro Ser Ala Leu 
15 

Arg Val Ala Ala 
30 

Leu Thr Gly Ser 
45 

Leu Gly Gly Val 



Val His Tyr Ala 
80 

Tyr Trp Val Leu 
95 

Lys He Tyr Asp 
110 

Asn His Thr Gin 
125 

Tyr Glu Met Tyr 



Lys Thr Arg He 
160 

Thr Pro Glu Val 
175 

Gly Leu Val Ser 
190 

Gin Leu Pro Leu 
205 

Met Ser Tyr He 



Ala Lys Thr Val 
240 

Phe Asn Arg Ser 
255 

Cys Ser Asn Pro 
270 

Ser Lys Trp He 
285 



Cys Asp Asn He Glu He Thr Pro Thr Pro Ala Gin Pro Ala Pro Ala 
290 295 300 
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Leu Ser Pro Ala Leu Gly Pro Thr Leu Ser Val Leu Met Ala Met Leu 
305 310 315 320 

Ala Gly Trp Ser Val Leu 
325 



<210> 106 
<211> 556 
<212> PRT 

<213> Homo sapiens 
<400> 106 

Met Ser Leu Lys Met Leu lie Ser Arg Asn Lys Leu lie Leu Leu Leu 
15 10 15 

Gly lie Val Phe Phe Glu Arg Gly Lys Ser Ala Thr Leu Ser Leu Pro 
20 25 30 

Lys Ala Pro Ser Cys Gly Gin Ser Leu Val Lys Val Gin Pro Trp Asn 
35 40 45 

Tyr Phe Asn lie Phe Ser Arg lie Leu Gly Gly Ser Gin Val Glu Lys 
50 55 60 

Gly Ser Tyr Pro Trp Gin Val Ser Leu Lys Gin Arg Gin Lys His lie 
65 70 75 80 

Cys Gly Gly Ser lie Val Ser Pro Gin Trp Val lie Thr Ala Ala His 
85 90 95 

Cys lie Ala Asn Arg Asn lie Val Ser Thr Leu Asn Val Thr Ala Gly 
100 105 110 

Glu Tyr Asp Leu Ser Gin Thr Asp Pro Gly Glu Gin Thr Leu Thr lie 
115 120 125 

Glu Thr Val lie lie His Pro His Phe Ser Thr Lys Lys Pro Met Asp 
130 135 140 

Tyr Asp lie Ala Leu Leu Lys Met Ala Gly Ala Phe Gin Phe Gly His 
145 150 155 160 

Phe Val Gly Pro lie Cys Leu Pro Glu Leu Arg Glu Gin Phe Glu Ala 
165 170 175 

Gly Phe lie Cys Thr Thr Ala Gly Trp Gly Arg Leu Thr Glu Gly Gly 
180 185 190 

Val Leu Ser Gin Val Leu Gin Glu Val Asn Leu Pro lie Leu Thr Trp 
195 200 205 

Glu Glu Cys Val Ala Ala Leu Leu Thr Leu Lys Arg Pro lie Ser Gly 
210 215 220 



Lys Thr Phe Leu Cys Thr Gly Phe Pro Asp Gly Gly Arg Asp Ala Cys 
225 230 235 . 240 
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Gin Gly Asp Ser Gly 
245 

Trp Asp Ser Gly Trp 
260 

Glu Ser Arg Ser Ser 
275 

Leu Thr Asn Asn Phe 
290 

Ser Glu Gin Asp Val 
305 

Pro Glu Ser Leu His 
325 

Thr Leu Leu Val Pro 
340 

Leu Asp Val Glu Ser 
355 

Glu Asp Arg Pro lie 
370 

lie Leu lie Gly Ser 
385 

Thr Asp Tyr Ala Ala 
405 

Asn Tyr lie Pro Gly 
420 

Leu lie Gin Ser Leu 
435 

Cys Asp Trp lie Phe 
4$0 

Phe Gin Ser Leu Glu 
465 

Val Thr Val His Ser 
485 

Cys Gly Tyr Asp Val 
500 

Leu lie Ser Phe His 
515 

Ala He Val Ser Phe 
530 



Gly Ser Leu Met Cys Arg 
250 

Ser He Trp Glu Ala Gin 
265 

Arg Pro Ser Leu Gly Asn 
280 

Phe Lys Lys Leu Ala Gly 
295 

He Val Ser Gly Ala Glu 
310 315 

Leu Tyr Tyr Glu Ser Lys 
330 

Glu Glu Met His Val Leu 
345 

Cys His His Ser Tyr Leu 
360 

Gly Lys Phe Cys Gly Glu 
375 

Asn Ser Leu Arg Leu Lys 
390 395 

Gly Phe Asn Leu Thr Tyr 
410 

Cys Ser Tyr Leu Thr Val 
425 

Asn Tyr Pro Glu Asn Tyr 
440 

Gin Ala Ser Lys His His 
455 

He Glu Glu Ser Gly Asp 
470 475 

Asp Val Glu Arg Lys Lys 
490 

Pro Thr Pro Val Leu Ser 
505 

Ser Asp Glu Asn Gly Thr 
520 

He Pro Lys Ala Val Tyr 
535 



Asn Lys Lys Gly Ala 
255 

Val Gly Gly Ser Leu 
270 

Lys Val Arg Leu Cys 
285 

Cys Gly Thr Trp Cys 
300 

Gly Lys Leu His Phe 
320 

Gin Arg Cys Val Trp 
335 

Leu Ser Phe Ser His 
350 

Ser Met Tyr Ser Leu 
365 

Ser Leu Pro Ser Ser 
380 

Phe Val Ser Asp Ala 

400 

Lys Ala Leu Lys Pro 
415 

Leu Phe Glu Glu Gly 
430 

Ser Asp Lys Ala Asn 
445 

Leu He Lys Leu Ser 
460 

Cys Thr Ser Asp Tyr 
480 

Glu He Ala Arg Leu 
495 

Pro Ser Ser He Met 
510 

Cys Arg Gly Phe Gin 
525 

Pro Asp Leu Asn lie 
540 
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Ser lie Ser Glu Asp Glu Ser Met Phe Leu Glu Thr 
545 550 555 



<210> 107 
<211> 298 
<212> PRT 

<213> Homo sapiens 
<400> 107 

Arg Trp Pro Trp Gin Ala Ser Leu Leu Tyr Leu Gly Gly His lie Cys 
15 10 15 

Gly Ala Ala Leu lie Asp Ser Asn Trp Val Ala Ser Ala Ala His Cys 
20 25 30 

Phe Gin Arg Cys lie Phe Pro Pro Arg Ala Pro Leu Ser Thr- Asn Pro 
35 40 45 

Ser Asp Tyr Arg lie Leu Leu Gly Tyr Asp Gin Gin Ser His Pro Thr 
50 55 60 

Glu His Ser Lys Gin Met Thr Val Asn Lys lie Met Val His Ala Asp 
65 70 75 80 

Tyr Asn Glu Leu His Arg Met Gly Ser Asp lie Thr Leu Leu Gin Leu 
85 90 95 

His His His Val Glu Phe Ser Ser His lie Leu Pro Ala Cys Leu Pro 
100 105 11.0 

Glu Pro Thr Thr Trp Leu Ala Pro Asp Ser Ser Cys Trp lie Ser Gly 
115 120 125 

Trp Gly Met Val Thr Glu Asp Val Phe Leu Pro Glu Pro Phe Gin Leu 
130 135 140 

Gin Glu Ala* Glu Val Gly Val Met Asp Asn Thr Val Cys Gly Ser Phe 
145 150 155 160 

Phe Gin Pro Gin Tyr Pro Gly Gin Pro Ser Ser Ser Asp Tyr Thr lie 
165 170 175 

His Glu Asp Met Leu Cys Ala Gly Asp Leu lie Thr Gly Lys Ala lie 
180 185 190 

Cys Arg Val Asn Ser Arg Gly Pro Leu Val Cys Pro Leu Asn Gly Thr 
195 200 205 

Trp Phe Leu Met Gly Leu Ser Ser Trp Ser Leu Asp Cys Cys Ser Pro 
210 215 220 

Val Gly Pro Arg Val Phe Thr Arg Leu Pro Tyr Phe Thr Asn Trp lie 
225 230 235 240 



Ser Gin Lys Lys Arg Glu Ser Thr Pro Pro Asp Pro Ala Leu Ala Pro 
245 250 255 
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Pro Gin Glu Thr Pro Pro Ala Leu Asp Ser Met Thr Ser Gin Gly lie 
260 265 270 

Val His Lys Pro Gly Leu Cys Ala Ala Leu Leu Ala Ala His Met Phe 
275 280 285 

Leu Leu Leu Leu lie Leu Leu Gly Ser Leu 
290 295 



<210> 108 
<211> 850 
<212> PRT 

<213> Homo sapiens 
<400> 108 

Met Asp Lys Glu Asn Ser Asp Val -Ser Ala Ala Pro Ala Asp Leu Lys 
15 10 15 

lie Ser Asn lie Ser Val Gin Val Val Ser Ala Gin Lys Lys Leu Pro 
20 25 30 

Val Arg Arg Pro Pro Leu Pro Gly Arg Arg Leu Pro Leu Pro Gly Arg 
35 40 45 

Arg Pro Pro Gin Arg Pro lie Gly Lys Ala Lys Pro Lys Lys Gin Ser 
50 55 60 

Lys Lys Lys Val Pro Phe Trp Asn Val Gin Asn Lys lie He Leu Phe 
65 70 75 80 

Thr Val Phe Leu Phe He Leu Ala Val He Ala Trp Thr Leu Leu Trp 
85 90 95 

Leu Tyr He Ser Lys Thr Glu Ser Lys Asp Ala Phe Tyr Phe Ala Gly 
100 105 110 

Met Phe Arg He Thr Asn He Glu Phe Leu Pro Glu Tyr Arg Gin Lys 
115 120 125 

Glu Ser Arg Glu Phe Leu Ser Val Ser Arg Thr Val Gin Gin Val He 
130 135 140 

Asn Leu Val Tyr Thr Thr Ser Ala Phe Ser Lys Phe Tyr Glu Gin Ser 
145 150 155 160 

Val Val Ala Asp Val Ser Ser Asn Asn Lys Gly Gly Leu Leu Val His 
165 170 175 

Phe Trp He Val Phe Val Met Pro Arg Ala Lys Gly His He Phe Cys 
180 185 190 

Glu Asp Cys Val Ala Ala He Leu Lys Asp Ser He Gin Thr Ser He 
195 200 205 

lie Asn Arg Thr Ser Val Gly Ser Leu Gin Gly Leu Ala Val Asp Met 
210 215 220 
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Asp Ser Val Val Leu Asn Gly Asp Cys Trp Ser Phe Leu Lys Lys Lys 
225 230 235 240 

Lys Arg Lys Glu Asn Gly Ala Val Ser Thr Asp Lys Gly Cys Ser Gin 
245 250 255 

Tyr Phe Tyr Ala Glu His Leu Ser Leu His Tyr Pro Leu Glu lie Ser 
260 265 270 

Ala Ala Ser Gly Arg Leu Met Cys His Phe Lys Leu Val Ala lie Val 
275 280 285 

Gly Tyr Leu lie Arg Leu Ser lie Lys Ser lie Gin lie Glu Ala Asp 
290 295 300 

Asn Cys Val Thr Asp Ser Leu Thr lie Tyr Asp Ser Leu Leu Pro lie 
305 310 315 320 

Arg Ser Ser lie Leu Tyr Arg lie Cys Glu Pro Thr Arg Thr Leu Met 
325 330 335 

Ser Phe Val Ser Thr Asn Asn Leu Met Leu Val Thr Phe Lys Ser Pro 
340 345 350 

His lie Arg Arg Leu Ser Gly lie Arg Ala Tyr Phe Glu Val lie Pro 
355 360 365 

Glu Gin Lys Cys Glu Asn Thr Val Leu Val Lys Asp lie Thr Gly Phe 
370 375 380 

Glu Gly Lys lie Ser Ser Pro Tyr Tyr Pro Ser Tyr Tyr Pro Pro Lys 
385 390 395 400 

Cys Lys Cys Thr Trp Lys Phe Gin Thr Ser Leu Ser Thr Leu Gly lie 
405 410 415 

Ala Leu Lys Phe Tyr Asn Tyr Ser lie Thr Lys Lys Ser Met Lys Gly 
420 425 430 

Cys Glu His Gly Trp Trp Glu He Asn Glu His Met Tyr Cys Gly Ser 
435 440 445 

Tyr Met Asp His Gin Thr He Phe Arg Val Pro Ser Pro Leu Val His 
450 455 460 

He Gin Leu Gin Cys Ser Ser Arg Leu Ser Asp Lys Pro Leu Leu Ala 
465 470 475 480 

Glu Tyr Gly Ser Tyr Asn He Ser Gin Pro Cys Pro Val Gly Ser Phe 
485 490 495 

Arg Cys Ser Ser Gly Leu Cys Val Pro Gin Ala Gin Arg Cys Asp Gly 
500 505 . 510 



Val Asn Asp Cys Phe Asp Glu Ser Asp Glu Leu Phe Cys Val Ser Pro 
515 520 525 
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Gin Pro Ala Cys Asn Thr Ser Ser Phe Arg Gin His Gly Pro Leu lie 
530 535 540 

Cys Asp Gly Phe Arg Asp Cys Glu Asn Gly Arg Asp Glu Gin Asn Cys 
545 550 555 560 

Thr Gin Ser lie Pro Cys Asn Asn Arg Thr Phe Lys Cys Gly Asn Asp 
565 570 575 

lie Cys Phe Arg Lys Gin Asn Ala Lys Cys Asp Gly Thr Val Asp Cys 
580 585 590 

Pro Asp Gly Ser Asp Glu Glu Gly Cys Thr Cys Ser Arg Ser Ser Ser 
595 600 605 

Ala Leu His Arg lie lie Gly Gly Thr Asp Thr Leu Glu Gly Gly Trp 
610 615 620 

Pro Trp Gin Val Ser Leu His Phe Val Gly Ser Ala Tyr Cys Gly Ala 
625 630 635 640 

Ser Val lie Ser Arg Glu Trp Leu Leu Ser Ala Ala His Cys Phe His 
645 650 655 

Gly Asn Arg Leu Ser Asp Pro Thr Pro Trp Thr Ala His Leu Gly Met 
660 665 670 

Tyr Val Gin Gly Asn Ala Lys Phe Val Ser Pro Val Arg Arg lie Val 
675 680 685 

Val His Glu Tyr Tyr Asn Ser Gin Thr Phe Asp Tyr Asp lie Ala Leu- 
690 695 700 

Leu Gin Leu Ser lie Ala Trp Pro Glu Thr Leu Lys Gin Leu He Gin 
705 710 715 720 

Pro He Cys He Pro Pro Thr Gly Gin Arg Val Arg Ser Gly Glu Lys 
725 730 735 

Cys Trp Val Thr Gly Trp Gly Arg Arg His Glu Ala Asp Asn Lys Gly 
740 745 750 

Ser Leu Val Leu Gin Gin Ala Glu Val Glu Leu He Asp Gin Thr Leu 
755 760 765 

Cys Val Ser Thr Tyr Gly He He Thr Ser Arg Met Leu Cys Ala Gly 
770 775 780 

He Met Ser Gly Lys Arg Asp Ala Cys Lys Gly Asp Ser Gly Gly Pro 
785 790 795 800 

Leu Ser Cys Arg Arg Lys Ser Asp Gly Lys Trp He Leu Thr Gly He 
805 810 815 



Val Ser Trp Gly His Gly Cys Gly Arg Pro Asn Phe Pro Gly Val Tyr 
820 825 830 
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Thr Arg Val Ser Asn Phe Val Pro Trp lie His Lys Tyr Val Pro Ser 
835 840 845 

Leu Leu 
850 



<210> 109 
<211> 447 
<212> PRT 
<213> Homo sapiens 

<400> 109 

Met Thr Leu Asn Lys lie Lys Asp Leu Phe Ala Gly Lys Gly Gin Trp 
1 5 10 15 

Asp Leu Ala Pro Glu Ala Glu Met Leu Lys Pro Trp Met lie Ala Val 
20 25 30 

Leu lie Val Leu Ser Leu Thr Val Val Ala Val Thr lie Gly Leu Leu 
35 40 45 

Val His Phe Leu Val Phe Asp Gin Lys Lys Glu Tyr Tyr His Gly Ser 
50 55 60 

Phe Lys lie Leu Asp Pro Gin lie Asn Asn Asn Phe Gly Gin Ser Asn 
65 70 75 80 

Thr Tyr Gin Leu Lys Asp Leu Arg Glu Thr Thr Glu Asn Leu Val Tyr 
85 90 95 

Ser Leu Lys Met Tyr Leu Ser Phe Val Cys His Ser Pro Glu Glu Asp 
100 105 110 

Gly Val Lys Val Asp Val lie Met Val Phe Gin Phe Pro Ser Thr Glu 
115 120 125 

Gin Arg Ala Val Arg Glu Lys Lys lie Gin Ser He Leu Asn Gin Lys 
130 135 140 

He Arg Asn Leu Arg Ala Leu Pro He Asn Ala Ser Ser Val Gin Val 
145 150 155 160 

Asn Val Ala Met Val Lys Asn Gly Asn Val Gly Pro Gly Ser Gly Ala 
165 170 175 

Gly Glu Ala Pro Gly Leu Gly Ala Gly Pro Ala Trp Ser Pro Met Ser 
180 185 190 

Ser Ser Thr Gly Glu Leu Thr Val Gin Ala Ser Cys Gly Lys Arg Val 
195 200 205 

Val Pro Leu Asn Val Asn Arg He Ala Ser Gly Val He Ala Pro Lys 
210 215 220 



Ala Ala Trp Pro Trp Gin Ala Ser Leu Gin Tyr Asp Asn He His Gin 
225 230 235 240 
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Cys Gly Ala Thr Leu lie Ser Asn Thr Trp Leu Val Thr Ala Ala His 
245 250 255 

Cys Phe Gin Lys Tyr Lys Asn Pro His Gin Trp Thr Val Ser Phe Gly 
260 265 270 

Thr Lys lie Asn Pro Pro Leu Met Lys Arg Asn Val Arg Arg Phe lie 
275 280 285 

lie His Glu Lys Tyr Arg Ser Ala Ala Arg Glu Tyr Asp lie Ala Val 
290 295 300 

Val Gin Val Ser Ser Arg Val Thr Phe Ser Asp Asp lie Arg Gin lie 
305 310 315 320 

Cys Leu Pro Glu Ala Ser Ala Ser Phe Gin Pro Asn Leu Thr Val His 
325 330 335 

lie Thr Gly Phe Gly Ala Leu Tyr Tyr Gly Gly Glu Ser Gin Asn Asp 
340 345 350 

Leu Arg Glu Ala Arg Val Lys lie lie Ser Asp Asp Val Cys Lys Gin 
355 360 - 365 

Pro Gin Val Tyr Gly Asn Asp lie Lys Pro Gly Met Phe Cys Ala Gly 
370 375 380 

Tyr Met Glu Gly lie Tyr Asp Ala Cys Arg Gly Asp Ser Gly Gly Pro 
385 390 395 400 

Leu Val Thr Arg Asp Leu Lys Asp Thr Trp Tyr Leu lie Gly lie Val 
405 410 415 

Ser Trp Gly Asp Asn Cys Gly Gin Lys Asp Lys Pro Gly Val Tyr Thr 
420 425 430 

Gin Val Thr Tyr Tyr Arg Asn Trp lie Ala Ser Lys Thr Gly lie . 
435 440 445 



<210> 110 

<211> 457 

<212> PRT 

<213> Homo sapiens 



<400> 110 
Met Ser Leu Met 
1 

Glu Glu Gly Pro 
20 

Gin His Pro lie 
35 



Leu Asp Asp Gin 
5 

Gly Pro Gly lie 

Ser Gin Ala Val 
40 



Pro Pro Met Glu 
10 

Phe Arg Ala Glu 
25 

Cys Trp Arg Ser 



Ala Gin Tyr Ala 
15 

Pro Gly Asp Gin 
30 

Met Arg Arg Gly 
45 



Cys Ala Val Leu Gly Ala Leu Gly Leu Leu Ala Gly Ala Gly Val Gly 
50 55 60 
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Ser Trp Leu Leu Val Leu Tyr Leu Cys Pro Ala Ala Ser Gin Pro lie 
65 70 75 80 

Ser Gly Thr Leu Gin Asp Glu Glu lie Thr Leu Ser Cys Ser Glu Ala 
85 90 95 

Ser Ala Glu Glu Ala Leu Leu Pro Ala Leu Pro Lys Thr Val Ser Phe 
100 105 110 

Arg lie Asn Ser Glu Asp Phe Leu Leu Glu Ala Gin Val Arg Asp Gin 
115 120 125 

Pro Arg Trp Leu Leu Val Cys His Glu Gly Trp Ser Pro Ala Leu Gly 
130 135 140 

Leu Gin lie Cys Trp Ser Leu Gly His Leu Arg Leu Thr His His Lys 
145 150 155 160 

Gly Val Asn Leu Thr Asp He Lys Leu Asn Ser Ser Gin Glu Phe Ala 
165 170 175 

Gin Leu Ser Pro Arg Leu Gly Gly Phe Leu Glu Glu Ala Trp Gin Pro 
180 185 190 

Arg Asn Asn Cys Thr Ser Gly Gin Val Val Ser Leu Arg Cys Ser Glu 
195 200 205 

Cys Gly Ala Arg Pro Leu Ala Ser Arg He Val Gly Gly Gin Ser Val 
210 215 220 

Ala Pro Gly Arg Trp Pro Trp Gin Ala Ser Val Ala Leu Gly Phe Arg 
225 230 235 240 

His Thr Cys Gly Gly Ser Val Leu Ala Pro Arg Trp Val Val Thr Ala 
245 250 255 

Ala His Cys Met His Ser Phe Arg Leu Ala Arg Leu Ser Ser Trp Arg 
260 265 270 

Val His Ala Gly Leu Val Ser His Ser Ala Val Arg Pro His Gin Gly 
275 280 285 

Ala Leu Val Glu Arg He He Pro His Pro Leu Tyr Ser Ala Gin Asn 
290 295 300 

His Asp Tyr Asp Val Ala Leu Leu Arg Leu Gin Thr Ala Leu Asn Phe 
305 310 315 320 

Ser Asp Thr Val Gly Ala Val Cys Leu Pro Ala Lys Glu Gin His Phe 
325 330 335 

Pro Lys Gly Ser Arg Cys Trp Val Ser Gly Trp Gly His Thr His Pro 
340 345 350 

Ser His Thr Tyr Ser Ser Asp Met Leu Gin Asp Thr Val Val Pro Leu 
355 360 365 
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Phe Ser Thr Gin 
370 

Thr Pro Arg Met 
385 

Cys Gin Gly Asp 



Trp Arg Leu Val 
420 

Asn His Pro Gly 
435 

His Asp Thr Ala 
450 



Leu Cys Asn Ser 
375 

Leu Cys Ala Gly 
390 

Ser Gly Gly Pro 
405 

Gly Val Val Ser 



Val Tyr Ala Lys 
440 

Gin Asp Ser Leu 
455 



Ser Cys Val Tyr 
380 

Tyr Leu Asp Gly 
395 

Leu Val Cys Pro 
410 

Trp Gly Arg Ala 
425 

Val Ala Glu Phe 



Leu 



Ser Gly Ala Leu 



Arg Ala Asp Ala 
400 

Asp Gly Asp Thr 
415 

Cys Ala Glu Pro 
430 

Leu Asp Trp lie 
445 



<210> 111 

<211> 818 

<212> PRT 

<213> Homo sapiens 



<400> 111 
Met Ala Arg His 
1 

lie Pro Gly Ala 
20 

Pro Glu Asp Leu 
35 

Gly Gly Ser Asn 
50 

His His Gly Gly 
65 

Trp Val Leu Ser 



Pro Ala Ala Glu 
100 

Pro Leu Asp Gly 
115 

Ala Asn Tyr Ser 
130 

Leu Ala Ser Pro 
145 



Leu Leu Leu Pro 
5 

Phe Gin Asp Ser 



Asp Cys Gly Arg 
40 

Ala Gin Pro Gly 
55 

Gly His He Cys 
70 

Ala Ala His Cys 
85 

Trp Ser Val Leu 



Ala His Thr Arg 
120 

Gin Val Glu Leu 
135 

Ala Ser Leu Gly 
150 



Leu Val Met Leu 
10 

Ala Leu Ser Pro 
25 

Pro Glu Pro Ser 



Thr Trp Pro Trp 
60 

Gly Gly Ser Leu 
75 

Phe Met Thr Asn 
90 

Leu Gly Val His 
105 

Ala Val Ala Ala 



Gly Ala Asp Leu 
140 

Pro Ala Val Trp 
155 



Val He Ser Pro 
15 

Thr Gin Glu Glu 
30 

Ala Arg He Val 
45 

Gin Val Ser Leu 



He Ala Pro Ser 
80 

Gly Thr Leu Glu 
95 

Ser Gin Asp Gly 
110 

He Val Val Pro 
125 

Ala Leu Leu Arg 



Pro Val Cys Leu 
160 



Pro Arg Ala Ser His Arg Phe Val His Gly Thr Ala Cys Trp Ala Thr 
165 170 175 
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Gly Trp Gly Asp Val Gin Glu Ala Asp Pro Leu Pro Leu Pro Trp Val 
180 185 190 

Leu Gin Glu Val Glu Leu Arg Leu Leu Gly Glu Ala Thr Cys Gin Cys 
195 200 205 

Leu Tyr Ser Gin Pro Gly Pro Phe Asn Leu Thr Leu Gin lie Leu Pro 
210 215 220 

Gly Met Leu Cys Ala Gly Tyr Pro Glu Gly Arg Arg Asp Thr Cys Gin 
225 230 235 240 

Gly Asp Ser Gly Gly Pro Leu Val Cys Glu Glu Gly Gly Arg Trp Phe 
245 250 255 

Gin Ala Gly lie Thr Ser Phe Gly Phe Gly Cys Gly Arg Arg Asn Arg 
260 265 270 

Pro Gly Val Phe Thr Ala Val Ala Thr Tyr Glu Ala Trp lie Arg Glu 
275 280 285 

Gin Val Met Gly Ser Glu Pro Gly Pro Ala Phe Pro Thr Gin Pro Gin 
290 295 300 

Lys Thr Gin Ser Asp Pro Gin Glu Pro Arg Glu Glu Asn Cys Thr lie 
305 310 315 320 

Ala Leu Pro Glu Cys Gly Lys Ala Pro Arg Pro Gly Ala Trp Pro Trp 
325 330 335 

Glu Ala Gin Val Met Val Pro Gly Ser Arg Pro Cys His Gly Ala Leu' 
340 345 350 

Val Ser Glu Ser Trp Val Leu Ala Pro Ala Ser Cys Phe Leu Asp Pro 
355 360 365 

Asn Ser Ser Asp Ser Pro Pro Arg Asp Leu Asp Ala Trp Arg Val Leu 
370 375 380 

Leu Pro Ser Arg Pro Arg Ala Glu Arg Val Ala Arg. Leu Val Gin His 
385 390 395 400 

Glu Asn Ala Ser Trp Asp Asn Ala Ser Asp Leu Ala Leu Leu Gin Leu 
405 410 415 

Arg Thr Pro Val Asn Leu Ser Ala Ala Ser Arg Pro Val Cys Leu Pro 
420 425 430 

His Pro Glu His Tyr Phe Leu Pro Gly Ser Arg Cys Arg Leu Ala Arg 
435 440 445 

Trp Gly Arg Gly Glu Pro Ala Leu Gly Pro Gly Ala Leu Leu Glu Ala 
450 455 460 

Glu Leu Leu Gly Gly Trp Trp Cys His Cys Leu Tyr Gly Arg Gin Gly 
465 470 475 480 
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Ala Ala Val Pro Leu Pro Gly Asp Pro Pro His Ala Leu Cys Pro Ala 
485 490 495 

Tyr Gin Glu Lys Glu Glu Val Gly Ser Cys Trp Thr His Gly Pro Trp 
500 505 510 

lie Ser His Val Thr Arg Gly Ala Tyr Leu Glu Asp Gin Leu Ala Trp 
515 520 525 

Asp Trp Gly Pro Asp Gly Glu Glu Thr Glu Thr Gin Thr Cys Pro Pro 
530 535 540 

His Thr Glu His Gly Ala Cys Gly Leu Arg Leu Glu Ala Ala Pro Val 
545 550 555 560 

Gly Val Leu Trp Pro Trp Leu Ala Glu Val His Val Ala Gly Asp Arg 
565 570 575 

Val Cys Thr Gly lie Leu Leu Ala Pro Gly Trp Val Leu Ala Ala Thr 
580 585 590 

His Cys Val Leu Arg Pro Gly Ser Thr Thr Val Pro Tyr lie Glu Val 
595 600 605 

Tyr Leu Gly Arg Ala Gly Ala Ser Ser Leu Pro Gin Gly His Gin Val 
610 615 620 

Ser Arg Leu Val lie Ser lie Arg Leu Pro Gin His Leu Gly Leu Arg 
625 630 635 640 

Pro Pro Leu Ala Leu Leu Glu Leu Ser Ser Arg Val Glu Pro Ser Pro 
645 650 655 

Ser Ala Leu Pro lie Cys Leu His Pro Ala Gly lie Pro Pro Gly Ala 
660 665 670 

Ser Cys Trp Val Leu Gly Trp Lys Glu Pro Gin Asp Arg Val Pro Val 
675 . 680 685 

Ala Ala Ala Val Ser lie Leu Thr Gin Arg lie Cys Asp Cys Leu Tyr 
650 695 700 

Gin Gly lie Leu Pro Pro Gly Thr Leu Cys Val Leu Tyr Ala Glu Gly 
705 710 715 720 

Gin Glu Asn Arg Cys Glu Met Thr Ser Ala Pro Pro Leu Leu Cys Gin 
725 730 735 

Met Thr Glu Gly Ser Trp lie Leu Val Gly Met Ala Val Gin Gly Ser 
740 745 750 

Arg Glu Leu Phe Ala Ala lie Gly Pro Glu Glu Ala Trp lie Ser Gin 
755 760 765 

Thr Val Gly Glu Ala Asn Phe Leu Pro Pro Ser Gly Ser Pro His Trp 
770 775 780 
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Pro Thr Gly Gly 
785 

Gly Ser Pro His 
Gin Ser 



Ser Asn Leu Cys 
790 

Ala Val Tyr Phe 
805 



Pro Pro Glu Leu 
795 

Leu Leu Leu Leu 
810 



Ala Lys Ala Ser 
800 

Thr Leu Leu lie 
815 



<210> 112 
<211> 284 
<212> PRT 

<213> Homo sapiens 
<400> 112 

Ala Met Gly Leu Gly Leu Arg Gly Trp Gly Arg Pro Leu Leu. Thr Val 
15 10 15 

Ala Thr Ala Leu Met Leu Pro Val Lys Pro Pro Ala Gly Ser Trp Gly 
20 25 30 

Ala Gin lie lie Gly Gly His Glu Val Thr Pro His Ser Arg Pro Tyr 
35 40 45 

Met Ala Ser Val Arg Phe Gly Gly Gin His His Cys Gly Gly Phe Leu 
50 55 60 

Leu Arg Ala Arg Trp Val Val Ser Ala Ala His Cys Phe Ser His Arg 
65 70 75 80 

Asp Leu Arg Thr Gly Leu Val Val Leu Gly Ala His Val Leu Ser Thr 
85 90 95 

Ala Glu Pro Thr Gin Gin Val Phe Gly lie Asp Ala Leu Thr Thr His 
100 105 110 

Pro Asp Tyr His Pro Met Thr His Ala Asn Asp lie Cys Leu Leu Gin 
115 120 125 

Leu Asn Gly Ser Ala Val Leu Gly Pro Ala Val Gly Leu Leu Arg Leu 
130 135 140 

Pro Gly Arg Arg Ala Arg Pro Pro Thr Ala Gly Thr Arg Cys Arg Val 
145 150 155 160 

Ala Gly Trp Gly Phe Val Ser Asp Phe Glu Glu Leu Pro Pro Gly Leu 
165 170 175 

Met Glu Ala Lys Val Arg Val Leu Asp Pro Asp Val Cys Asn Ser Ser 
180 185 190 

Trp Lys Gly His Leu Thr Leu Thr Met Leu Cys Thr Arg Ser Gly Asp 
195 200 205 



Ser His Arg Arg Gly Phe Cys Ser Ala Asp Ser Gly Gly Pro Leu Val 
210 215 220 
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Cys Arg Asn Arg Ala His Gly Leu 
225 230 

Gly Asp Pro Lys Thr Pro Asp Val 
245 

Ala Trp lie Trp Asp Val Val Arg 
260 

Leu Pro Gly Thr Thr Arg Pro Pro 
275 280 



Val Ser Phe Ser Gly Leu Trp Cys 
235 240 

Tyr Thr Gin Val Ser Ala Phe Val 
250 255 

Arg Ser Ser Pro Gin Pro Gly Pro 
265 270 

Gly Glu Ala Ala 



<210> 113 
<211> 802 
<212> PRT 

<213> Homo sapiens 



<400> 113 
Met Pro Val Ala 
1 

Gly Asp Gly Glu 
20 

Asp Ser Lys Arg 
35 

Val Leu Leu Ala 
50 

Tyr Phe Leu Gly 
65 

Gly Ser Leu Arg 



Arg Glu Ser Ser 
100 

Leu Lys Glu Leu 
115 

Ser Ser Val Tyr 
130 

Phe lie Leu Gin 
145 

Val Val Gin Ala 



Ser Ala Ala Val 
180 

Leu Val lie Leu 
195 



Glu Ala Pro Gin 
5 

Glu Ala Glu Pro 



Lys Ala Arg Gly 
40 

Leu Leu Val Leu 
55 

Tyr Lys Ala Glu 
70 

Val Leu Asn Arg 
85 

Ala Phe Arg Ser 



lie Thr Ser Thr 
120 

Ser Phe Gly Glu 
135 

lie Pro Glu His 
150 

Leu Leu Val Glu 
165 

Pro Tyr Arg Ala 



Glu Ala Ser Val 
200 



Val Ala Gly Gly 
10 

Glu Gly Met Phe 
25 

Tyr Leu Arg Leu 



Ala Ser Ala Gly 
60 

Val Met Val Ser 
75 

His Phe Ser Gin 
90 

Glu Thr Ala Lys 
105 

Arg Leu Gly Thr 



Gly Pro Leu Thr 
140 

Arg Arg Leu Met 
155 

Glu Leu Leu Ser 
170 

Glu Tyr Glu Val 
185 

Lys Asp lie Ala 



Gin Gly Asp Gly 
15 

Lys Ala Cys Glu 
30 

Val Pro Leu Phe 
45 

Val Leu Leu Trp 



Gin Val Tyr Ser 
80 

Asp Leu Thr Arg 
95 

Ala Gin Lys Met 
110 

Tyr Tyr Asn Ser 
125 

Cys Phe Phe Trp 



Leu Ser Pro Glu 
160 

Thr Val Asn Ser 
175 

Asp Pro Glu Gly 
190 

Ala Leu Asn Ser 
205 
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Thr Leu Gly Cys Tyr Arg Tyr Ser Tyr Val Gly Gin Gly Gin Val Leu 
210 215 220 

Arg Leu Lys Gly Pro Asp His Leu Ala Ser Ser Cys Leu Trp His Leu 
225 230 235 240 

Gin Gly Pro Lys Asp Leu Met Leu Lys Leu Arg Leu Glu Trp Thr Leu 
245 250 255 

Ala Glu Cys Arg Asp Arg Leu Ala Met Tyr Asp Val Ala Gly Pro Leu 
260 265 270 

Glu Lys Arg Leu lie Thr Ser Val Tyr Gly Cys Ser Arg Gin Glu Pro 
275 280 285 

Val Val Glu Val Leu Ala Ser Gly Ala lie Met Ala Val Val Trp Lys 
290 295 300 

Lys Gly Leu His Ser Tyr Tyr Asp Pro Phe Val Leu Ser Val Gin Pro 
305 310 315 320 

Val Val Phe Gin Ala Cys Glu Val Asn Leu Thr Leu Asp Asn Arg Leu 
325 330 335 

Asp Ser Gin Gly Val Leu Ser Thr Pro Tyr Phe Pro Ser Tyr Tyr Ser 
340 345 350 

Pro Gin Thr His Cys Ser Trp His Leu Thr Val Pro Ser Leu Asp Tyr 
355 360 365 

Gly Leu Ala Leu Trp Phe Asp Ala Tyr Ala Leu Arg Arg Gin Lys Tyr 
370 375 380 

Asp Leu Pro Cys Thr Gin Gly Gin Trp Thr lie Gin Asn Arg Arg Leu 
385 390 395 400 

Cys Gly Leu Arg lie Leu Gin Pro Tyr Ala Glu Arg lie Pro Val Val 
405 410 415 

Ala Thr Ala Gly lie Thr He Asn Phe Thr Ser Gin He Ser Leu Thr 
420 425 430 

Gly Pro Gly Val Arg Val His Tyr Gly Leu Tyr Asn Gin Ser Asp Pro 
435 440 445 

Cys Pro Gly Glu Phe Leu Cys Ser Val Asn Gly Leu Cys Val Pro Ala 
450 455 460 

Cys Asp Gly Val Lys Asp Cys Pro Asn Gly Leu Asp Glu Arg Asn Cys 
465 470 475 480 

Val Cys Arg Ala Thr Phe Gin Cys Lys Glu Asp Ser Thr Cys He Ser 
485 490 495 



Leu Pro Lys Val Cys Asp Gly Gin Pro Asp Cys Leu Asn Gly Ser Asp 
500 505 510 
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Glu Glu Gin Cys Gin Glu Gly Val Pro Cys Gly Thr Phe Thr Phe Gin 
515 520 525 

Cys Glu Asp Arg Ser Cys Val Lys Lys Pro Asn Pro Gin Cys Asp Gly 
530 535 540 

Arg Pro Asp Cys Arg Asp Gly Ser Asp Glu Glu His Cys Asp Cys Gly 
545 550 555 560 

Leu Gin Gly Pro Ser Ser Arg lie Val Gly Gly Ala Val Ser Ser Glu 
565 570 575 

Gly Glu Trp Pro Trp Gin Ala Ser Leu Gin Val Arg Gly Arg His lie 
580 585 590 

Cys Gly Gly Ala Leu lie Ala Asp Arg Trp Val lie Thr Ala Ala His 
595 600 605 

Cys Phe Gin Glu Asp Ser Met Ala Ser Thr Val Leu Trp Thr Val Phe 
610 615 620 

Leu Gly Lys Val Trp Gin Asn Ser Arg Trp Pro Gly Glu Val Ser Phe 
625 630 635 640 

Lys Val Ser Arg Leu Leu Leu His Pro Tyr His Glu Glu Asp Ser His 
645 650 655 

Asp Tyr Asp Val Ala Leu Leu Gin Leu Asp His Pro Val Val Arg Ser 
660 665 670 

Ala Ala Val Arg Pro Val Cys Leu Pro Ala Arg Ser His Phe Phe Glu* 
675 680 685 

Pro Gly Leu His Cys Trp lie Thr Gly Trp Gly Ala Leu Arg Glu Gly 
690 695 700 

Gly Pro lie Ser Asn Ala Leu Gin Lys Val Asp Val Gin Leu lie Pro 
705 710 715 720 

Gin Asp Leu Cys Ser Glu Ala Tyr Arg Tyr Gin Val .Thr Pro Arg Met 
725 730 735 

Leu Cys Ala. Gly Tyr Arg Lys Gly Lys Lys Asp Ala Cys Gin Gly Asp 
740 745 750 

Ser Gly Gly Pro Leu Val Cys Lys Ala Leu Ser Gly Arg Trp Phe Leu 
755 760 765 

Ala Gly Leu Val Ser Trp Gly Leu Gly Cys Gly Arg Pro Asn Tyr Phe 
770 775 780 

Gly Val Tyr Thr Arg lie Thr Gly Val lie Ser Trp lie Gin Gin Val 
785 790 795 800 



Val Thr 
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<210> 114 
<211> 359 
<212> PRT 

<213> Homo sapiens 
<400> 114 

Asp Leu Pro Pro Ser Cys Ser Pro Ala Ser Lys Met Arg Leu Gly Leu 
15 10 15 

Leu Ser Val Ala Leu Leu Phe Val Gly Ser Ser His Leu Tyr Ser Asp 
20 25 30 

His Tyr Ser Pro Ser Gly Arg His Arg Leu Gly Pro Ser Pro Glu Pro 
35 40 45 

Ala Ala Ser Ser Gin Gin Ala Glu Ala Val Arg Lys Arg Leu Arg Arg 
50 55 60 

Arg Arg Glu Gly Gly Ala His Ala Lys Asp Cys Gly Thr Ala Pro Leu 
65 70 75 80 

Lys Asp Val Leu Gin Gly Ser Arg lie lie Gly Gly Thr Glu Ala Gin 
85 90 95 

Ala Gly Ala Trp Pro Trp Val Val Ser Leu Gin lie Lys Tyr Gly Arg 
100 105 110 

Val Leu Val His Val Cys Gly Gly Thr Leu Val Arg Glu Arg Trp Val 
115 120 125 

Leu Thr Ala Ala His Cys Thr Lys Asp Thr Ser Asp Pro Leu Met Trp 
130 135 140 

Thr Ala Val lie Gly Thr Asn Asn lie His Gly Arg Tyr Pro His Thr 
145 150 155 160 

Lys Lys lie Lys lie Lys Ala lie lie lie His Pro Asn Phe lie Leu 
165 170 175 

Glu Ser Tyr Val Asn Asp lie Ala Leu Phe His Leu Lys Lys Ala Val 
180 185 190 

Arg Tyr Asn Asp Tyr lie Gin Pro He Cys Leu Pro Phe Asp Val Phe 
195 200 205 

Gin He Leu Asp Gly Asn Thr Lys Cys Phe He Ser Gly Trp Gly Arg 
210 215 220 

Thr Lys Glu Glu Gly Asn Ala Thr Asn He Leu Gin Asp Ala Glu Val 
225 230 235 240 

His Tyr He Ser Arg Glu Met Cys Asn Ser Glu Arg Ser Tyr Gly Gly 
245 250 255 

He He Pro Asn Thr Ser Phe Cys Ala Gly Asp Glu Asp Gly Ala Phe 
260 265 270 
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Asp Thr Cys Arg 
275 

Glu Tyr Lys Arg 
290 

Cys Gly Arg Arg 
305 

Gin Lys Trp Leu 



Leu Thr lie Asn 
340 

Val lie Leu Leu 
355 



Gly Asp Ser Gly 
280 

Phe Phe Val* Met 
295 

Gly Phe Pro Gly 
310 

Thr Glu His Phe 
325 

lie Leu Arg Gly 



Ala Thr Thr 



Gly Pro Leu Met 



Gly lie Thr Ser 
300 

Val Tyr lie Gly 
315 

Phe His Ala Ser 
330 

Gin He Leu He 
345 



Cys Tyr Leu Pro 
285 

Tyr Gly His Gly 



Pro Ser Phe Tyr 
320 

Thr Gin Gly He 
335 

Ala Leu Cys Phe 
350 



<210> 115 
<211> 288 
<212> PRT 

<213> Homo sapiens 



<400> 115 
Ser Pro Pro Gin 
1 

Glu Ala Leu Ala 
20 

Ala Asp Leu Gly 
35 

Leu Gly Ser Ser 
50 

Val Pro Glu Asn 
65 

Pro Gly Lys Trp 



Trp Ala Ser Trp 
100 

Trp Val Leu Thr 
115 

Ser He Tyr Arg 
130 

Gly Leu Leu Asn 
145 



Pro Arg Thr Pro 
5 

Thr Leu Ala Pro 



Trp Phe Glu Ala 
40 

Leu Lys Trp Ala 
55 

Asp Leu Val Gly 
70 

Pro Trp Gin Val 
85 

Ala His He Cys 



Ala Ala His Cys 
120 

lie His Ala Gly 
135 

Val Ser Arg He 
150 



Asp Cys Arg Leu 
10 

Gin Pro Ser Asp 
25 

Asp Gly Ala Ala 



Trp Ala Lys Pro 
60 

He Val Gly Gly 
75 

Ser Leu Arg Val 
90 

Gly Gly Ser Leu 
105 

He Phe Trp Lys 



Asp Val Tyr Leu 
140 

He Val His Pro 
155 



Gin Ala Ser Leu 
15 

Trp Leu Cys Phe 
30 

His Ser Met Gly 
45 

Ser Gly Met Pro 



His Asn Ala Pro 
80 

Tyr Ser Tyr His 
95 

He His Pro Gin 
110 

Asp Thr Asp Pro 
125 

Tyr Gly Gly Arg 



Asn Tyr Val Thr 
160 



Ala Gly Leu Gly Ala Asp Val Ala Leu Leu Gin Leu Pro Gly Ser Pro 
165 170 175 
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Leu Ser Pro Glu 
180 

Val Gin Val Leu 
195 

Ser Gly His Thr 
210 

Ala Gly Ser Glu 
225 

Leu Val Cys Arg 



Trp Gly Tyr Gly 
260 

Val Gin He Tyr 
275 



Ser Leu Pro Pro 



Glu Asn Ala Val 
200 

Gly Asp Arg Gin 
215 

Gly Arg Asp Ser 
230 

Leu Arg Gly Ser 
245 

Cys Thr Leu Arg 



Val Leu Trp He 
280 



Pro Tyr Arg Leu 
185 

Cys Glu Gin Pro 



Leu He Leu Asp 
220 

Cys Tyr Gly Asp 
235 

Trp Arg Leu Val 
250 

Asp Phe Pro Gly 
■265 

Leu Gin Gin Val 



Gin Gin Ala Ser 
190 

Tyr Arg Asn Ala 
205 

Asp Met Leu Cys 



Ser Gly Gly Pro 
240 

Gly Val Val Ser 
255 

Val Tyr Thr His 
270 

Gly Glu Leu Pro 
285 



<210> 116 
<211> 45 
<212> PRT 

<213> Homo sapiens 
<400> 116 

He lie Gly Gly His Glu Val Thr Pro His Ser Arg Pro Tyr Met Ala 
15 10 15 

Ser Val Arg Phe Gly Gly Gin His His Cys Gly Gly Phe Leu Leu Arg 
20 25 30 

Ala Arg Trp Val Val Ser Ala Ala Gin Cys Phe Ser His 
35 40 45 



<210> 117 

<211> 46 

<212> PRT 

<213> Homo sapiens 

<400> 117 

Gly Asp Ser Gly Gly Pro Leu Val Cys Glu Leu Asn Gly Thr Trp Val 
15 10 15 

Gin Val Gly He Val Ser Trp Gly He Gly Cys Gly Arg Lys Gly Tyr 
20 25 30 



Pro Gly Val Tyr Thr Glu Val Ser Phe Tyr Lys Lys Trp He 
35 40 45 
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<210> 118 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 118 

Met Ala Gly Glu Gin Val Thr Ala Asn Val Ser Arg Tyr Pro Gly Gin 
15 10 15 

Lys Thr Met Ser Phe Pro Glu Lys Thr Phe Leu Leu Ser Tyr Arg Ala 
20 25 30 

Ser Leu Leu Ala Val Val Thr His Arg Ser Asn Asn Ser Arg Gly Arg 
35 40 45 

Ala Phe Glu Ser Gin Val Leu Pro Asp Leu Thr Ala Gly Asp Ala Ala 
50 55 60 

Asp Pro Pro lie Pro Pro Leu Gly Pro Gly Ala Ala Leu Leu Lys Ser 
65 70 75 80 

Gly Pro Phe Arg lie Trp Gin Gly Val Lys Thr Lys Gly Glu Glu Gly 
85 90 95 

Asp Arg Asp Thr Gly Thr Ala Gly Tyr Ala Phe Thr Leu Leu Leu Leu 
100 105 110 

Leu Gly lie Ser Gly Glu Pro Pro Glu Trp Val Cys Gly Arg Pro Thr 
115 120 125 

Val Ser Ser Gly lie Ala Ser Gly Leu Gly Ala Ser Val Gly Gin Trp 
130 135 140 

Pro Trp Gin Val Ser lie Arg Gin Gly Leu lie His Val Cys Ser Asp 
145 150 155 160 

Thr Leu lie Ser Glu Glu Trp Val Leu Thr Val Ala lie Cys Phe Pro 
165 170 175 

Leu Ser Pro His Pro Asp Phe Gin Ala Asn Thr Ser Ser Ala lie Ala 
180 185 190 

Val Val Glu Leu Pro Ser Pro Val Ser Val Ser Pro Val Val Leu Leu 
195 200 205 

lie Cys Leu Pro Ser Ser Glu Val Tyr Leu Lys Lys Asn Thr Thr Ser 
210 215 220 

Cys Trp Val Thr Gly Trp Gly Tyr Thr Gly lie Phe Gin Tyr lie Lys 
225 230 235 240 

Arg Ser Tyr Thr Leu Lys Glu Leu Lys Val Pro Leu lie Asp Leu Gin 
245 250 255 



Thr Cys Gly Asp His Tyr Gin Asn Glu lie Leu Leu His Gly Val Glu 
260 265 270 
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Leu lie lie Ser Glu Ala Met lie Cys Ser Lys Leu Pro Val Gly Gin 
275 280 285 

Met Asp Gin Cys Thr Val Arg lie His Pro Ser Gly Thr Phe His Arg 
290 295 300 

Pro Cys Leu Pro Gin 
305 



<210> 119 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 119 

agaaggccta ygaagggg 18 



<210> 120 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<400> 120 

gctgctgctg ctgctggtgc ag 22 



<210> 121 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 121 

ctaccctagc ygaggaaga 19 

<210> 122 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 122 

tggaatarct cggac 15 



<210> 123 
<211> 18 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 123 

tggtaatccg kgtagagg 18 



<210> 124 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 124 

agagaaatay gagggtatt 19 



<210> 125 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 125 

ggtgggcatc atcagctggg g 21 



<210> 126 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 

<400> 126 

taggggatga ycacctgct 19 



<210> 127 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: SNP 
<400> 127 

gccggacsac tcgc 14 



<210> 128 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: SNP 
<400> 128 

gagcatctgc vggagagag 19 



<210> 129 
<211> 15 
<212> DNA 

<213> Homo sapiens 
<400> 129 

tggagakaag aacac 15 



<210> 130 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 130 

gctctaccwc cacgccc 17 



<210> 131 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 131 

cgcacctgct cyaccaccac 20 



<210> 132 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 132 

ctgccagaag gayggagcct gg 22 

<210> 133 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: SNP 
<400> 133 

gtctgccara aggacg 16 



<210> 134 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 134 

gggtgactct ggmggccccc t 21 



<210> 135 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 135 

tgcatgggyg actctgg 17 



<210> 136 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 136 

gccgtgarca ccactg 16 



<210> 137 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: SNP 
<400> 137 

agcggccasc attggcgt 18 



<210> 138 
<211> 18 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 138 

gacatggawg tggacgac 18 



<210> 139 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 139 

acaattttty gagtgccca 19 



<210> 140 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: SNP 
<400> 140 

acatacgccr gatttgtttg 20 



<210> 141 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 

<400> 141 

tgggagcrgg tcctgcct 18 



<210> 142 

<211> 21 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: SNP 



<400> 142 

ctgcagccct aygccgagag g 



21 
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<210> 143 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 143 

agcgaggyct atcgcta 17 



<210> 144 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 144 

gggcgcatgc aragg 15 



<210> 145 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: SNP 
<400> 145 

ccactgcact aaagacrcta g 21 



<210> 146 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD_RES 
<222> (1) 
<223> pGlu 

<400> 146 

Glu Arg Thr Lys Arg 
1 5 



<210> 147 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 147 

ggagctgtcg tattccagtc 



<210> 148 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 148 

aacccctcaa gacccgttta g 



<210> 149 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: His tag 
<400> 149 

His His His His His His 
1 5 



<210> 150 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
illustrative DNA 

<220> 

<221> modif ied_base 

<222> (15) 

<223> a, c, g, t or any 
<220> 

<221> modif ied_base 

<222> (16) 

<223> a, c, g or t 



<400> 150 
gatcrywskm bvdhnn 



